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2 0 0 2 - 3 6 3 1 0 8 ^ ^-v : 1/ 

[#3S£] TO* 

m>m 1 1 : 4 , e^*^ : i . e^i*-^ : 1 5 , mm^ -.17, 

: 2 0. E£iJ#-s§- : 2 2> : 2 5 ifzitmn^ : 2 7t»^ 

iL£ T 5 J ME?iJ £: |bJ- % t < fusees ra— tf> T 5 y BMW £ * 

[»*^2] mm^ : l 5, mm^ : l 7. E3W-^ : 2 o, E?iJfH§- : 2 

2 . : 2 5 * tzitmn^ : 2 7 *ta t 5 y SfcE?fltf» & & * > 

[if *5 5 ] d n a -c & & 4 gemo *° y ^ * V * f - Fo 

[»*£ 6 ] @B^iJ#-^ : 5 > E?0#-§- : 8 . E?iJ#-§- : i 6 , E^J#-^ : l 8 , 

nt&m^ : 2 1 , E?9#^ : 2 3 > E?tf#-^ :26l fc»±E?!l#f- : 2 8ti$ 

tL^oafeEyy^^-tsw^sEiRo^ 1 ; * * v*?- f 0 
[»** 7 ] w&m^ : 16, ie^Jl=-^ : @s^J#^- :2i, mm^ : 2 

3, SeSW-Sp- : 2 6lfcl±fi5!ltf - : 2 8^£*i&^£B£3»^&&* 01 ; 
V^-^Fo 

8 ] m^m 4 sejro # y * * v * k Sr^r-r * * * - e 

[11*510] lt*«9SBJ|RO^«|EJfefls:«r«*t, 111*311 EfcO* 
£ fc tt Og&55*^ 7^ K • MW: L*6&.l£:£#mtt-& f»*3l 1 SBtt<*> 
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& £ »± 60^<7) * ^ V - - ^ 9Jj& 0 

?v-->ym*v h*Mv»T»e,*L&, wra^i^*^*^* ia 
#*r & -f t fc a -e- <^m 0 

9V--i'jrm*y Y*m^X%h*tZ>^ »*3Hl|BRo^ >/^»»fe=Fo» 
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2002-363108 ^ ^- v : 3/ 

m z mm-r z w&® * tz a <d& 0 

8] w&m^ : i s^(iie^j#-^ : 1 oxmzfr&r $ smMmtm 

•/f- K£n- K1-&*°V * ? Koa*E?!lfcffi*l&fi«Jfc L < iiHWfitl«@M 

tfj t tz IZ^r (D— U Z^-f 2> T > *f- -fe > * # V % >7 V * f- K 0 

[i»^3 3] it ^3 i&&<D$m*&mLx%z&mmo 

[»*fi3 4] E5«-^ : 1 1 /tt±Eyg*^ : i o^£*L&T5ym@e?d£H 

[»^3 5] m<D^w • t&mmx&zffiimi 1, is^si 2. tt^i 5, 
8, 7, m#&2 9%tz\m-$.M3 2mmvmm<> 

3 3ffcii»*fi3 4iem^Kif^o 

m?m3 7] E?fl#-^ : 1 . JSSM^ : 4. SE^J#^- : 7. mnm*3r : l o> 
Efll*-^ : 1 5, e?!J3h§- : 1 7. E?0#-*§- : 2 <k E^J#-^ : 2 2. Wffltt 

: 2 5 * tz \tW.fm^r I 2 7 X&ZfiZ T $ J W&M t !W| — & L < \Z%m*l KM 

[i»^3 8] E^iJ#-^: i> E^iJ#-^: 4, E2Wf-: 7. mm^ : l o> 
S£^J#-t : i 5. E5*J#^- : l 7. E?l#9- : 2 o> : 2 2, E^iJ#-^ 
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2002-363108 ^— v : 4/ 

o 

[fft#£ 3 9 ] : i , W$W$ : 4 , e^J#^- : 7 , E?!I#-3- : 10, 

E^J#-^ : 15, E^iJ#-^ : 17, Wffitt : 20, E#l#^- : 2 2 , E^J#-f- 

: 2 5$/: itmm^ : 2 7^$wT5y mmm tm-*>L< ttusw 

[If ^4 0] E^iJ#^ : 1, EW* : 4, se?ij#-s§- : 7, ESW^- : 1 0, 
WM&% : 1 5, W$m^ : 1 7, mm^ : 2 o , m^m^ : 22, Efll*^ 
: 2 5 £ fc {iE^iJ#-t : 2 7 *t& r $ J WSM t H— i> L < ti^KW icm 

[W*^4 1] if ^3 9E«o^^u-->^i**/:t±ifl^S4 oiatfco* 

U*3£g4 2 ] e?»j#^ : 1 , E?y#^ : 4 , E#I#^ : 7 , : 1 0 , 

tiffl&% : 1 5, : 17, E^!l#-^ : 2 0, E^J#^ : 2 2, E?!l#^- 

[»r#£4 3] E^J#-^ : 1 , E#J#-f- : 4, E^iJ*^- : 7, E?!l#-5- : 10, 
E^JfH- : 1 5, : 1 7, E^iJ#-^ : 2 0, E^J*§- : 2 2, E?B#f- 

: 2 51/: liE?!!*-^ : 2 7 "Cfft $ *l& 7 5 7 SfeE#I t & L < ii^lglft |W) 

—<dt ^ / me#i fc-g-^rt £ * vac* 5t $ i±-e-o«^'/^- k * 3 - k-t & # 

[If^4 4] |»*^4 2|B«<0^*U--V^ife*/il±»^4 3femo* 
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2002-363108 A : 5/ 



[wm^4 5] T^h-v^^m^jT-^^is^i i> 2. BUfcEl 5 

W*«4 6] @S^J#-i-: i> @5^iJ#-f-: 4, 7, lfi^J##: l o, 

: 15, @fi^J#-^- : 17, @5^iJ#-^ : 20, : 22, 

: 25i fct±E8I*S- : 2 7 -e^$ *t& r * J t *> b < J«}CW K isi 

[If #£4 7] @a^ij#^-: l, @B^!J#^: 4, sb^iJ#-^ : 7, 1 o, 

EJfl*^ : 15, m?m^ : i 7 , EBI#* : 2 0 , E^JlHf 122, w&m^ 
: 25t 3ttisa^!l#-^ : 2 7 -cas fr£ r ^ j mse^J Pi— t < t±^fiw k iwi 

[0 0 0 1] 

[0 0 0 2] 

[$£3fc?>3»] 

&S<0fciSW fcfl*#h& f >»rflB t^otlfco ;lg v> T & ^?n7W 
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^jj-M 2002-363108 ^ -J ; 6/ 

(ii) mm*WM't2>, (iii) >'i?Klzttt&fe3&&]B&* 

— ^ FLJ20539it-fS^- (#E#fF;£IU GenBank Accession No. AK000546) ti 

7 7 47^f^t,^l>^W^I5:n-KLtv^ (GenBank Access io 
n No. BAA91245) 0 FU13515«^iF (GenBank Accession No. AK023577) ti % t 

i^P>^^^^7f|-3-KUv^ (GenBank Accession No. BAB14613) 0 

b2mm<0\zYmttKmm&*^^7Xmjk : T- (GenBank Accession No. BC 
006896) V A %&A,Mm&%:<D ?j ~frh?U-->y%tLX&*) , 

1 0 1 8T5.SWtfrb%&?>sl?M&x- KLTV^ (GenBank Accession No 
. AAH06896) 0 Z<D^ 7 Xffittl*FLJ13515Mfc*Ktt LX^m^lxm 8 3 % 

> r * y mSB^J-c^ 8 6 % <*>*gratt L t ^ & 0 

[0 0 0 3] 

[aHwran* i ] 

GenBank Accession No. AK000546 
[0 0 0 4] 

*mMtfWMZtiX^2> 0 
[0 0 0 5] 

[mm £ & £ * o^] 
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(1) E?!l#^: 4, mm^: 7, E^i#-^: l 5. mm^: i 7, @e^ij# 
t:20, m^m^r : 2 2, @e?y#-t : 2 5 tfcttwffltt : 2 7t?*$*l*7 

(2) : 1 5, @e?ij#-5§- : 1 7, warm* : 2 0. iB^-f- : 2 2, is 

(3) _hffi (1) mm.<D^>^^MOU^^Vttzit^r<Dm, 

(4) ±|B (1) fBftO^V^^Stt^ii^-^SP^^KSrn- K**-&#y* 

(5) DNAT?*&_L|B (4) |B«te»j*y * * V*?- K, 

(6) I5^!j#-t : 5, @E?!J#-^ : 8, E?9#^ : 16, W&m% I 1 8, @B?!|# 

: 2 1 , se?i!#-§- : 23, iE^J#-t : 2 6 $ : 2 8 -e^$ 

mm*^m-r2>±m ( 5 ) ia«o# u # * k, 

(7) sb*«-s§- : 16, @e^ij#-§- : is, : 2 1 , e^i#^- : 2 3 , IB 

(8) Jtsa (4) ia^<7>* 01 ;^? v^^-K^^i-^amx.^^^-, 

(9) _hfB (8) ffi^ <7)ffi}& x.^ * -^Kte&£;ftfc^@|Eg|#, 

(10) ±ib (9) m*<D&wffiMt*i&mu Jisa (1) mm<v* 

(11) ±m (1) IBm^^>^^^^ L<(±^^^7 9 ^-K^^(i-€-^^ 

(12) ±flB (4) ffi*cO#U**l'*^K£'MXTfc&E3^ 
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(13) ±§2 (4) %m<D#i) K^tt*-5t|f^ 

(14) ±|2 (1) &m<0?>s*?K1>L<te*<DMft*7^} f *t:l±*:<DyLl l Z 

(i 5) _hiB (i 4) mm.<Diiifa*&mvx%zmm, 

(i6) ±ie (14) tzm<ofa®iZ^LT%z>&mm, 

(i 7) ±ib (4) mm<D#v v*?- vi,zttmt)ttzi±nMWKmnM%m. 

mm t iz it *:<J)—% £ i&rt & y y ^ > * # y ^ ^ v ^- ^. h% 

(18) ±|2 (4) IB^^T^^-fe^^^V^^u^^K^^L-C^^g^, 

(19) ±12 (14) IS«<7)^:#:^Mv^ii:^#itti-^_hffi (l) f2m<£>* 

(2 0) ±12 (1 9) S«OjHJft*ffiv»4 i fc tS±E (1) f2*t 

(2 1) ±f2 (1) TOOf W^Jt*L<«4*0*^>r^K4fcJ4*o« 

(2 2) ±12 (1) »*O^^^RtU<li^«fl^y^K4fe|±Jeo«[* 
-g^L-Cfcfc, ±12 (1) l2«0^>/N-^g^tt^iaW1-^>'fb^^/cti^^ 

(2 3) ±12 (2 1) SS<RO^^U-->^&$7ttt±SB (2 2) SBJfto;** 
y-->^*yh*fflv»t#5>*i5, ±|2 (1) wc^RofSttiia 

* 1 7t (i -e 

(2 4) ±i2 (4) &m(?>tfvxfii'*<?-h~*m\<*&zb*%mt'rz>, ±12 ( 
1) 121*0* >'*?m&<tt<Dmm.*mgi-zib&®*tzte*<o&<Dx? v 

(2 5) ±12 (4) B*©#y**V**K***LT**. ±f2 (1) 12^0 

* >^*mmfe*<D&mzmmir&it^$tzi*z<D)M.<Dx?v -^yym* y 
k 

(2 6) ±|2 (2 4) «*<&*^;-->^fc4fc t ij£m (2 5) f2*cO** 

v--^mn»T#^i, ±i2 (i) ib*©*v/<*r»gspo» 
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m * mm-r & it&m n- * « o 

(2 7) _Lffi (2 6) m®.<Dit&Wttzte*;<omZttLX&2>mm, 

(2 9) ±|B (2 8) %ZWLV>T>7-k>Atfy ^ ^ Ffc-g^TLT 3r&EI|g 

(3 0) ±13 (2 8) K«OTVf*^#'; *^*^K£^tLT&&^l 



(3D EfllSH-: i i/ct±iB^!j#-^: i o-c^$*l*t* /Basal fcra-«> l 

(3 2) ±ta (3 1) mm<vmfeit^LT%z>mm, 

(3 3) ±|E (.3 1) ttVffi**4&!LX*:&mm. 

(3 4) Wffltt: ltti&wffltt: i oxmzti2>T<;mm\}tm-bL 

(3 5) *O^Hf-^«eW-C**±|B (1 1) % (12). (15), (18) 
. (2 7), (2 9) tfzit (3 2) EttOEH, 
(3 6) m<OWm-C*>Z±K (1 3) , (1 6), (3 0), (3 3) Sfctt 

(34) mmommm, 

(3 7) @b^j#-^: i, @fi^ij#^-: 4, se^ij#^-: 7, sesw-^- : 1 0, @e?ij# 
: 1 5, BB3?U#-^ : 1 7, e?ij#^- : 2 0, 122, e$|#^ : 2 5 

(3 8) E^J#-t : 1 , mm-W : 4, : 7, Wffltt : 1 0, m?m 

^ : 1 5, E8)#^ : 1 7, E?!)#-5§- : 2 0, E?!I3Hg- : 2 2, E8I#-3- : 2 5 
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(3 9) e*i#^ : i , mm^ : 4, bb^ij#-^ : 7> ibw-^ : i o, mm 

-f : i 5 , @e^ij#-f- : 17, @£^J#^- : 2 o , mm^ : 22, @2^ij#-^- : 2 5 

(4 0) g$i#-3- : 1 , mm^r : 4, E?UfH!- : 7. wmtt : 10, @s^j# 
: 1 5, : 1 7, ie^ij#-^ : 2 0, @B^|#^- 122, wmtt : 2 5 

^^iiie^ij^-^- : 2 7-e^$*L*r^ygfeiB^Jfcra-*u<tt|iKfl<jJciB|— or 

(4 1) ±is (3 9) tm<Dx? v -->rjj&tfzi*±m (40) terno*? 

(4 2) Eyij*-^: i, 4, BafflHg-: 7, ss^j#^- : 1 0, ie^ij# 

: 1 5, E?!i#-5- : 1 7, S5^J#-^ :2 0, Wfrm^- : 2 2, @B^J#-^- : 2 5 
itzitmm^-: 2 7-e^§tL*r5ygfeHB^Jfcra— <>L<tt|iKW^ra-or 
^ y mmn £-^r-r & * y^^wttzit^ k * 3 - k-t & ^ y * * 

(43) btii*-? : 1 , mm^r : 4 , Eft** : 7 , @B^iJ#^ : 1 0 , mm 
: 15, ie?ij#^ : 17, ie?iJ#-^- : 2 0 , : 2 2 , : 2 5 

* fcttsaw^- : 2 7 tt* r s j mm t ra- l < «±n«« Kra-o r 

^ 7 RE?|J Sr^-r &9>'*9Jttit it ^(DU^ ^ K * a - K-t & *° l J * ^ 
K 

(4 4) ±|E (4 2) B*O^^U-^v^fe4feii±|B (4 3) lB*o** 
(4 5) 7#f-^fi«|-e*UE (1 1) , (12), (15), (18 
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^^2 0 0 2 - 3 6 3 1 0 8 ^ ^-v : 11/ 

) , (2 7), (2 9) ifctt (3 2) ffiiR<9|gil, 

(4 6) sb^ij#^- : i. mm^- : 4, mm^ : 7, @e?fl#^- : 1 0. @a^J# 
f : 15, @S?iJ#-^- : 1 7, @B?'J#-^ : 2 0, Sfi^J#^- : 2 2. E^l*-^ : 2 5 

(4 7) : 1 , : 4. wzm^ : 7, Be^Jl^ : 1 0, 

f : 15, w&m^ : 17, : 2 0 , @fi^J#-^ : 2 2 , w&m^ : 2 5 

t tzitmm-^ : 2 -7 r ^ y mse^'j t m~ & l < imm^^m-vr 

[0 0 0 6] 

W&Wzm^bfL&wmtt : i> lEW-f-: 4, sesw-^: 7, E^i#f- : 
1 0, sa^J#-^ : 1 5, : 1 7, wmtt :• 2 0, : 2 2, @e 

^J#-^: 2 5SfcttE7!BH§-: 2 7-c^S*l*7 5 y m@fi?iJ t |wi- & t < f±l£Jf 

^;v^if) Mm, mm®., wmmm, rvrmm, mmpm 

m, #$tm, Aim. 9>r^>^mm., m&mm, ±%mm, 

, itwmm. m&mm, M)i^i<»riftt, ttzitzKbmm. 

wzmm, (#u, mt, mmm, *mmm^ mm, *i 

m, umr%>, Mm&w, mm, <mbd , *nu rtt, 1, mu mu jj« 
, £3uku f«, ii<7)^ *«u nm, au», $51*0, m, rnirn m> ^m. 
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^12 0 0 2-3 6 3 1 0 8 

*m) , jfiLt\ km* mm, mm, mrm, trau*, m%, mm, mm 

[0 0 0 7] 

L < fi&7 9 0 %m±, ft *>0£ L < Ufa 9 5 %m±^B|SItt^^ 

mtm-w : 4 xm $ tiz r ^ y mmm t mnm k m-<o r ^ y mtm t l x it 
, 4xmt>zixz>T$ymmmtm7 o%&±^ u*L<am8 o% 

m^m-W : 4 -e^ $ tiz 7 ^ y i£iE?ij t n jew £ 7 5 y mifi^J 
^®^^|si-(7)7^yM@e^j^^WL, se^j#^-: 4t^£*l37^ ymie^J^ 

> @e?0#-f-: 7-e^t>$^7^ym@e^Itltj7 o%m±, 02L<{i^8o% 

&±, L < (iltJ 9 0 %\>X±., Wc&lfrZ L < i±m 9 5 %m±0*i|SItt£;t 

5 7 7f§^5 9 4mB<DT$ymmmzttLxm7 o%m±, #2 

L < 8 0 %m_h, L<tt^90 %m±, fWL<tt|j9 5 96J9L 
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^12 0 0 2 - 3 6 3 1 0 8 ^ : 13/ 

OT$y»E?i&'£3frU SB^iJU-t: 7t?a$tLST$yHE^JS: 

sb^ij^-^ : lot^ti^T^y mie^ij t uses ^-075; mse^j ttt 
o%m±> mmt L<mffi9 o%jaju &i>nti,<i*ffi9 5%Jsy._hoffiratt 

«rttS7^iE^ij^«if? ) ^o 
E^l*^-: 1 OT?^$tt*T^yifeE^Ji:^IK«^ra— <J0T5 /i^J^M 

-rz>?>s*?mtLXi±, was, Hufa^E^iJ#^-: 1 o-e^sftarsyBftE 
Tifc^RttKra-orsyaiE^fc^u eh*-^: 1 o-e^$tL*r^ygi 

@e^iJ#^-: 1 5*e^$^T^ymE^!lfc^SCWlwra— OT^ySKE^Ii: LT 
0 %£LL, L < ti» 9 0 %J^± > Hfc^t L < {i^j 9 5 

*^ri-*T5 ymEm^w ^>tL^> 0 witwr, 1 5xmt>zti& 

T$;mm\)<D4 7#B^S>2 9 6f@O7^^J^Lt^7 0%^ 
L < liffo 8 0 %m±, Kfi|j9 0 f^JKIi|i9 5 

?!Ii:^RW(:|SI-075y»E^mu K?iJ#-5§- : 1 5^*1-57^1 

EBI * >^^»^HKW^|siKosi4*^r-j-s * 

Lv> 0 

f±> @£^!J#-f-: 1 7-C5fe*>§*L*T 5ymE^J^lt;7 o%m_t, #;£L<}±*tj8 
0 %m±, #£«P£ t < fijft 9 0 %J&Lh, L < lift 9 5 %m±OffiRItt 
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2002-363108 ^ ^- y : 14/ 

7^ /miE^ll04 3#B/^ 2 9 2 #B ^ J WRBV&ti LTltJ 7 0%JkLL, 
L<li«b8 0%J£LL> #fc:£p* L<ii&9 0 %&Jb, L<(4I1j9 5 

£8I#* : 2 0 T?^t> $ fih T \ J WWM £ m 7 0 %J^_h, # £ L < lift 8 

7^tW4 7#B^f> 2 9 6f g075y®^iJt:Mtt^7 0 %J2Lt, 
$ftt<(i^8 0%J£Uu L<5i^9 0 %J£Lh % L<ti$>9 5 

% ^±<^)ffi (Witt Sr *f & T 5 y mSE^J £ W a & 0 

Eyo*f - : 2 o xmz r ^ j wsm t nnw k ra— o 75/ bre^j *^ 

0 %&±, SfcKftt Kli|)90 %J^±> *t>«pi L < lift 9 5 %JJl±^Rtt 

*m+&T$swLWffl%¥**&ifbtLZ 0 mz-tt, w&}%&: 2 2 xm-frzfrz 

T< ;mMn<7)4: 3#B^e> 2 9 2f@©7^»JWLt^7 0%J2Lh. 
8P*L<tt&8 0%m_t^ m^lftt L<te®9 0%mJi, **>0*L<*±j&9 5 



ttiSEijf 2003-3079286 



2002-363108 ^ ^- v : 15/ 

: 2 5 -e^*> $ %l%> t $ j wmm t m 7 o l < i±&> 8 

0 %JSJLt, 3 L < 9 0 %m_L> ft L < i» 9 5 %&±<7)1®W\1& 

$f^L<^8 0%^±. L<te&j9 0%JSUi, ft&£P£ L<im9 5 

«u : 2 7 T^t> $ tt-5> t ^ / mse^j t ^ 7 0 % j^_t. # t l < t±#sj 8 

0 %JJJLL. #^04 L < 9 0 %&_h> ft *>$F t L < 9 5 %^Ji<7>*l|WI1$ 

7 5 7^12^4 3#B^«b 2 9 2 f|07 ^ 7 IT#*J 7 0 %£Ui> 

t < 8 0 %J^±> t b <U±&J 9 0 %J2Lh. ft *>#f 3: L < 9 5 

-t&fy^tntLxte, mz-i$, mz<Dm\m-% : 2 7^$tt^>r5/m@B 

[0 0 0 8] 
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^j?m 2002-363108 ^ ^- V : 16/ 

(M, »0. Ol-lOOf, $fil<(i^O. 1~1 Of&. iJj^Fi 
't<»AO. 5-2^) t^SClt^lv^ ittP,0fStt05gSP % 

if, /I/ ^ /NM*nv?#;i/ (J. Biol. Chem.) 241 

^, 1763-1768JT (1966^) & *ffc:tB*W>2fftt £fi^;ftKmC&;fr&M£oT 

[0 0 0 9] 

: 4, Efll## : 7, @B^iJ#-^ : l o. mm^ : l 5. E8I#5- : l 7 

, E^J#^" : 20, mm^r : 22, EJ!I#-^ : 25f fct±E?!l#^ : 2 7"C^ 
§*L&T5^BftE^J*<?5 1tfet±2^IHJSl± (Mitfl-lOOiil, $f£L< 

(±i~3 ommst. »*b<»4i-i ofleft, $«bic0t L<(±m d-5) 

«■ : 7. : 10, E^iJ*^- : l 5, E?!l#^ : l 7, E3«^ : 2 o 

, : 2 2 , E^iJ#^- : 2 5 ££teE?>J#-^ : 2 7t^$W7 5 y mE 

?Bjcitfci4 2«jsui (M£^i~i o ommm, L<t*i-3 o^ijg, 

jfiL<lil-l OlUflJt, L<(±m (1-5) 19) OT^W 

int^r^ymE^J, (DE^J#-^: l, E^J#-t : 4, : 7, E?0#^ 

: l 0, E3«# : l 5, mmm* : l 7, E3«^ : 2 o, E?!i#-?§- : 2 2, 

WM^\ 2 5i^tiE^!l#^: 2 7^mz*L&T$SWmmKltt:i*2mJZk 
± 1-1 0 01®HE, $f^t<{±l~3 OfiSgft. SF$b<fil-.l 0 

mmm, Hwitdii (i~5) « or^ynms^T^KE 

7!k ©E^J#-^: l, E^J#-^: 4, E#!#-sf-: 7, E^iJ#-^ : l o, 
: i 5, E^!I#-^ : l 7, E?>J#-5§- : 2 o, E?0#^ : 22, E^iJ#-^ : 2 5 t 
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1 0 OjMIE. fiP* L< til~3 0«1E, O^Jg. £<bK 

^^b<(iiS: (i~5) l@) <^>t^ /t»T^ ym-trsm^tt^r 5 

[0 0 10] 

?yss?m*, c^&jjfrtf^z/frm (-co oh) . ^/p^w-m- 

.COO - ) > T ^ K (-CONH2) *tz\±Z-*7- )V (-COOR) <DffitiX*$> 
£d-e^*x;Wc:mt&R2:LTii, ^litf, n-^nifjv 

Ci_2T;v^;v£^> Ktia-t7f;v^f;v^^<7)c-t7f;i'-Ci_2T^^ 
h'O C 7_u 77^ fcf^ a 4 ;l/ * ^ -> ^ -f - v* £> & 0 

RoT^/mo'fi!iii±omm^ (^ox.{i-oH, -sh, t^/*, ^f<r/- 
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T v> & & <7\ & fifti!^^ L?t v> t> &$l * * %tz 

mz^-rz ? ywRs mm^ : 7 -c^s 7 s y mse^j *&m-r& 9 > 

tL^7^ymse^iJ«:^f^^ w<*jr> 2 o-e^$*t&7^/m@e 

yd £-^rr & * ff> Eyij#-t : 2 2 7 ^ / m@B^iJ z^m-rz 9 

w S, B£JiJ#-t : 2 5 -c^s ^r^y msfi^J £-^ri- & * w^f, ge^ij 

[0011] 

2 OMUi, L<&5 0«JLt, $t>C|iftl<li7 0l£l±, J:*)£f;iL 
<t±i 0 om&±, mi>&%L<i±2 0 01@J^±<7)7 5 yM@^^3r1-&^7 P i^ 
(jfJKli, l~10itt, $ h L < l£% ( 1 ~ 5 ) <£>7 
-20MfSJ£s £f}fcff L<(il~l OflMk $?>ic»S L<fi§£ (1-5) 
L<tel~2 OfagJK, il)^L<lil-10ii^ $^WIl<«|c( 

i~5) ®) (DT^ym&ftxzfr, ttzit, *<r>T$ymmm*<Ditt:i±2 
m&± (04 l< it i ~ i ommm, x^o^tL< imm, $ l < it 1 
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[0 0 12] 

£ *\ ^HJ-effl v> *p^« y^- j? t j c ;v v (- C O O 
H) . (-COO") > T$ K (-CONH 2 ) i^lii^f 

;v (-COOR) ^tfeotUv^ 

%m^-^M £ ttT & & <7) N £> & (±HiI^^ L v> * F & ^ 

[0 0 13] 

t^w^tt^m mm. mmm.) m. rjvxv&mm.) & if torn. 
ttii, (fl&ar, mm. jukkasik %&) t^tt. 
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&t>*t%> ztK±t) msksm-t sit^iio 

[0 0 14] 

T^n-^Mtjl^ 4-^fM>Xt K'J ;i/T ^ ^mm, P AM3#Ii, 4-tK 

, 4- (2' , 4' -^f^y7x-;v-tKn^ryyf;v) y^yJrisfflffi 
, 4- (2' , 4' -y^Ry7x^-FmocTUif;V) 

UlHtli, DCC, N, N' -yVV7°nn>*;^^U\ N 

;v-N' - (3-v?^^;wr^y 7°nv;v) *w>f5>'4^fflv»e)*is 0 

CtL^^i&Sttftjctt^-b^WflWSJnaU HOBt, HOOB t ) 

[0 0 15] 

N, N-^WM7U', N, N-v f ^f;i/7-bb7^ K, N-^^tf 
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[0 0 16] 

4?-/K ci-z, Br-Z> T^y^-;v^-^->7>;v^—;K 

*7x7^f7ft-f;K Fmo c % ¥-?) s m^btlZ>o 

*;i/^v;i/*{i, #!ixJ£> 7;v+;^^fMb (fllitf, *?->K 
K7 v bMfcfc *f J: o -refill- 4 - 1 tfr* £ a 0 
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<b*L& 0 ££ N -x-T-MfcKTSI-^^ LTii> Mill ^Vv;^ f f7t 

f-nv^<7)7^y-;H47km^o^S*i: t-Cti, Bzl> C 1 2 ~ 

BzK 2--fD/O^X Br-Z, t -7^^%: Wffiv>£> *l3 0 

fc*^><7M ^ ttfi, #!lx.{^ Tos, 

-2, 3, 6 - h V^f-ZW^-ev^/l/jfr-ZK DNP, ^V^t^y^fJV 
> Bum, Boc> Trt> Fmo c^^ s fflVit>tL^o 
[0 0 17] 

, 4, 5-f'J^an7xy-;K 2, 4-^bD7x7-;K yT7^f;l/ 
T;vn-;K A7-hU7x7-;K HONB, N-UFn^yX^y^ h\ N 
-l:Kn^y7^JKU\ HOB t) t<D^Xy-^ & t^m^hfi^> 0 

<dt<; m<Dfem\:z Ktzi><Dt lt it, m x. it, MiB-f & v >mr $ p&m ^ 

h\ 1, 4-:/*>v^*-;V N 1, 2 -a^? >-^^-;v&^J; ? 
Tfflv^tL^>2, 4 - y- b n 7 x^;H(if 1 7 x 7 - J: 



tHIE# 2003-3079286 



2002-363108 ^ v : 23/ 

[0 0 18] 

f - K C 5fcSB<D * /Hko«R3l<p £ Lfz? >/s?Mttz 

77- K t £Mj£ U £ tit> <D 9 ® t tz 7°?- K&JtJB Lfci -9 

§ & o 

7^®Oa-*;V^y;H^I^)7^3-;viti^l7AyKx^f;i/ 

M t tz ti^ ^ F^x^ -r ;H££?# i £ o 
[0 0 19] 
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xJ£\ (i) ~ (v) Kffifc £ titzU&tfmf hitZ> 0 

(i) M. Bodanszky M. A. Ondettk ^~f*f- Y • v^-tv* (Peptide Syn 
thesis), Interscience Publishers, New York (1966^) 

(ii) Schroeder:i3 =t £>*Luebke> "9 s • K(The Peptide), Academic Press, 
New York (1965^) 

(iii) &&m&m, *<-?<f- v<kj&<Dmmt$m, %m(W) (1975^) 

(w) &mftw tkit^mmmm. u ^y^^M^tmv, 20 

5 N (197730 

KgE&i-ZZh&^Z&U MK&X^btitzWj&li, 2&U<D-%&&Z>W**ti 

[0020] 

*f&93 -effl £> *l& * ^ f? £ n - Y-T & V % 9 V * ^ V t L X mi& 

I^Mi^^otUi/\ »tL<fiDNAT^o DNAtUfi, 
7ADNA, TVADNA^r?';-, fTSB LfciBBlft • c D N A, 

mrfELfdtt •iifi*OcDNA7'fy5 , J-, MDNAOv^f *i/cfc «£ v> 



totalRNAt^ttmRNA®5J-*W«L^:*04rfflv»Tii:g? Reverse Transcri 
ptase Polymerase Chain React ion (J£JtT\ RT-PCRiSt U&fat * ) (- <fc o 
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(i) He^lJ#-^: 2T^$tL^,^@fi^J^^i-^>DNA> 4fet±E?!l»^: 2 

E#J£^tu sssw-f-: lT^^tt^T^ymiB^j^^i-^^v^^siiii 

(ii) @B^iJ#-t: 5 £ *L&ia*ffi?iJ £-a 331- ^>DNA, t ttEfll#3- : 5 

(iii) E3?iJ#^: 8t?^$tL^^E^!l?r^i-^DNA, £ fcfctEyd*-^ : 

(iv) E^J#-t: 1 l^$*L&:t£&Em^rr&DNA, 2£{iE3W§-: 
1 1 T^^tL^aUfeE^Ii:^^^ h y b &&#TTVW Xy X'f X1-& 
fi*IE5!imU E?!I#^: 1 0^£*i£TS/mEm^t1-£*>v^ 

(v) E^!l#-^: 1 6^$*L&:i^@e^^vrr&DNA. £fc(±E?!l#^: 

1 6 -e^StiattafeE?!! fc'W X fr/yx.'h &^#TTvW y y x-tz> 
S*EW***U E^J#^-: 1 5-ea$ft&TS/B*E^J£-£W'r&*^* 

(vi) @B^!J#-^: 1 8^$*iSttii8?!imt4DNA> 4fel±E99«-: 
1 ST^ti&iaSE^J^'f x b y yy'xy bfc&frF"TVWXy x-r Xi-& 

aufeEBi*-£*ru e^ij## : 1 7 -vmzfiz r $ ;wmn*i&i-f2> 9 

(vii) ib^ij^: 2 l-emzti&VLmmi&fi-t&DNA. t tzizm.&m-% 

: 2 ix~mz*i&&g£mt^'( x by >^>fft*ftTW xy x>rxi- 
am^E^^t U E?!j#-^ : 2 0 T^sfta r ^ y ^E^J£^rl-& * 

(viii) E^J#^-: 2 3T^$fr£j!&&E^J£'^f1-&DNA^ *fc»iE?>J#^ 
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1 2 3 $ ^*@S^iJ £ ^ x h i; > S> ^ h ^^#TtvN/f ■/ i; ^ 
&:&*I5?U U Sfi^!)^ : 2 2 "C^S ti& T ^ J WMM Sr^t"* ? 

(ix) @S^iJ#^: 2 6tt?tL^iE^^tt-&DNA, Z fzltmm^ I 

(x) W&m^: 2 8T^$^^m*SB^iJ^^-r^DNA, ^ tz (i@2^!l#-^ I 

2 8T^£*L&m*@£?iJ£:;W* h V >z?x. > > &^#TTv^ 7*1? ^ X-f£ 

m^se^ij Sr-g-^r U E^J#^- : 2 7 xmz tizr^y mMm & ? >/* 9 
i><DX*i> iv^ 0 

[0 0 2 1] 

0 »f Kli»8 0 %m±, #&c£f £ L < (ilt; 9 0 %m.h> Wcbftt L 

o 

@E^|J## : 5 tt^^fB^ij 7YV y^Jsr. y h &^ttv^ 

0 %JBLL. «f t L < Itm 8 0 %m±, mzftt L < t±#& 9 0 %m±> L 

o wx.it : 5x*mztiz>m.mmn<D 1 3 9#g^^ 8 8 stiosi 

E^WLTj»7 0%&_h, #*L<tt»8 0%JBLL. #fc*6F* L < l±*j 9 0 % 
*fc«F£L<fcJ;ift9 5%m±^ffi|WItt^-r^^BB^I J S:^i-^)DNA 

^Xt«i^.DNAfcUtt, tflixJf, @s?!l#^-: 8-e^$tL^>^@e^iJi:^7 
0 %J^±. $f f L < itm 8 0 96£LJt, L < f*^ 9 0 %mJi> L 
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< iiit 9 5 %&,±.<DMm^^ir^min^^-th dna^ z&m ^ h tiz 

0 wx.it m^m-^ : 8x~mzti2>-)&mmm<Di i 2 8#a^<b 1 7 8 2#b<^> 

m^SB^J^L-C^j 7 0 %m_t, fff L< li|<j 8 0 %m_L > #lc£F £ L < lilt 9 
NA&t%Jlv^*L& 0 

'J^Xtil>DNAtlT(i, Wx.lt 1 l-e^^tL^^MB^iJh 

It 7 0 %i^±, ft 4 t < lilt 8 0 %m_L. #|C# 4 L < lilt 9 0 %&±, ft 
£ t < lilt 9 5 %m±Offiratt* 4ffl*E^J £-a-wi-& DNA* e> 

tL^> 0 

V^X-elSDNAtLm Wx.lt @e^!j#-^: 1 6t?*$*L*tt£K?!|fc 
It 7 0 %m±, fiFi L < lilt 8 0 %m_k, #ic£? £ L < lilt 9 0 ft *> jf 

* t < lift 9 5 %m_h<Offlrai4«:^r-t**&3IBB^J«:^^* DNA^Mv^ 

'J^Xt^DNAJ:Uii, Wx.lt E?!l»3- : 1 8 T?^$*L&*tt2£ffi7!l fc 
It 7 0 %m±, ft* L < lilt 8 0 %m_t, L < lilt 9 0 %JBLh, ft *>ft 

1 L < lilt 9 5 % J&UKDffiRte Sr^rf & 3t3feBE?!j *^-?Z> D N A & v> £> 

'J^Xti^DNAtUli, Wx.lt SB^iJ#-f-: 2 1 $ ft* m^lfi^ij t 
It 7 0 %m±, »4 L < lilt 8 0 %m±, L < lilt 9 0 %m±, ft *>£f 

1 1 < t±it 9 5 %&±<Di®m&*mir2>jM.mw.m *^m-f& d n a & wjev> 

ft&o 

■j^xti^DNAtutt Wx.it 2 3-e^£ft*:f&&@e?>i£ 

it 7 0 %m±, l < i±it 8 0 %m±, #ic$?2 u < iiit 9 0 %m_b, ft 

* t < lilt 9 5 %m_h(7)^|WItt ^ & &*@£?)J £^r1" SDNAi Wffi V* £> 
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m 7 o %m_h, * t < 8 o %j^±> #^^Ft u < 9 o %m±, 

* t < lift 9 5 %J£LtO*B Rltt «r^i" & titikWffl Z&Gir & D N A WJB v> <b 

: 2 8 *L*aa£j£?iJ.i: MXb'J>^x>> fcaM^TT^W ^ 

'J^Xti^DNAtUii, MxJ£\ E3»-^: 2 8 tr^ £ *t* &&£?i| t 
7 0 %J£Lt, ffSK lift 8 0 %m±, i L < 9 0 %JJUi> «*>£f 

it<li»9 5 %m-hOffi|SH4^^1-^^SS^J^^i--?>DN A& ZWm^b 

f£\ €V^a7- • ^n-^>^ (Molecular Cloning) 2nd (J. Sambrook et 
al., Cold Spring Harbor Lab. Press, 1989) KsSM<Oj=i&% ^teftoTfr & ? 

* h v y h %&ftt it, mz.it, rhv vAmst&ifo 1 9 ~ a 0 m 

M, $f £ L < \±m 1 9 ~ 2 0 mMT% JBLJK^ 50-70 "C, £f ;£ L < ti&J 6 0 
-65 t^ft^^to y y * AUkBttfrn 1 9 mMT?Sfe» 6 5 

i icti, (i) @e#]#-5§- : l tL* r 3= y mmztt-tz 9 y 

^DNAJ^c ii@B?iJ#-5§- : 3 X-m. 3 ^^SB^iJ ^DNA^ 

(ii) @B^iJ#^: 4^Sft*7 5y#E^^:#?-**>/^»£3-K't;& 
DNAtUtt, @B^!I#-^: 5T^$tL^^@B^J*^f *DNA£fcttffi?!I 

6T^fe$*L«ifc*E3?!|4r'grtr-r -SDNA*^^ 

(iii) 7t?^$*L*T5ySftE^J*^r-r&^^^«*=i-K-f 
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: 9 Tr^S *LS JSSEfll * D N A * 

(iv) BB3«^: i 0 t^^Ji-S T 5 / H^iJ^^ttS ^ >/^f 3 - K-f 

WS&\&%: 1 2T?£$*L*^K^fc-£#-$-*DNAfc^ 

(v) m&m-^: 1 5^^-57^ /ramt^^>/^i^3 - k-t 

@B^J#^-: 1 9-C*$*t*ttafK3?lJ*^i-*DNA«r4f^ 

(vi) 1 7-c^$tt*T5 sm.mm*ttir2>? y^f^n- Y~? 

^DNAatfi, SE^iJ^: 1 8-C*$*L*OafeiB5!l*'M-r*DNA4/iJ± 
ffifl]*^: 1 9-C3E$*t«tt»Eya«"^firi-*DNA*^ 

(vii) ie^ij#-^: 2 o-e^sttar^ ;WLWm%^lrz> 9 > k 

t^DNAhUti, SB^iJ*-^: 2 1 -e^$ttaia^@B^l^^rf a DN A 4 £ 

(viii) E^wf-: 2 2^mzti2>T$ ymmmz^tzr^^frnz^-v 

(ix) w&m^: 2 5x-mztL&T<smmm*^i-z>*ys*?nzx~- k-t 

2 9T^$tt^^@B^J^^-r^DNA^ 

(x) @e?ij#-5§-: 2 7^^ttar^ ymse^j*^i-^»^>^^®^n- Ki- 

2 9T^$tt^ia*iB^JS:^i-aDNA^i:^Mv^^ ( 5> 0 
[0 0 2 2] 

^WX-m^bti&^fr^-?^ K£n- Kfa^ 1 ;^^ V*?- K (Ms DNA 

ADNA^^f^ 1 ;^ HuiBt/i,»-aii^^cDNA, nmt^m-a 
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: is, mm* : 2 1 , e?i«Hf- : 23, m^m* : 2 6 * feasft* 

BffiWf- : 2 . se?y#-^ : 5 , b?9«- : 8 , :n, e$i#5- : 1 6 

> mm* :n, : 2 1 „ : 2 3 , @s?ij#^- : 2 6 t fc»±BB 

?|J#^ : 2 8t?^$tL^^@B^ijt/>^^ hy^^ivf fc&#T*C^>f yi; y 

: 2 , @e?ij#-^ : 5 , HBW* : 8 , e#I#^ :n, se?!l#-5§- : 1 

6 > mm-w : 1 s , @b^ij#^ :2i, mm* :2a, ia?y#-j§- : 2 e s 

[0 0 2 3] 

mtt Z> Wf£&$> Z> ) KtSDNA©^n-->^<ofti 

^^fv-^TPCR^ao rims-*-* as t fettats * - 

MDNA^HKO^W^f©- fP^>^^(±^|^^rr^ K"f £DNA©f 
Jt"& L< li^D N A ^fflv^TgiLfe ^ O i: yi; yj^*, 3 £ 0 
TSSU1-*it**-e§s 0 MyV^-fe-y 3 >^|i, Mill ^rV* A 
9-.*n-^>* (Molecular Cloning) 2nd (J. Sambrook et al.. Cold Sp 
ring Harbor Lab. Press, 1989) KtiMWj&b ¥ fcfi£o Tff & 9 £ ^Tl & 

DNAOtt*E3?!IoSafett, PCR, ^o*? K ^J£(f N MutanTM_ sup er 
Express Km (SJBjt (80 ) , Mutan™_K (SSfi (ft) ) ^fc^T, 0DA-LA 
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PCR^ Gapped duplex^. Kunkel^<0g#:^O^^^ ^it^rtlh 

T§&o iDNAIi^5' *mWKW6m%iX }f>t U^ATG^fU £ 
£3' *»flHcttfflR»jh3K>fcLT«)TAA, T G A £ fcJiT A G &:£ LT 

3-K"t*DNA^?>Bfl«ifci-4DNAWf>T-4r§J>)aiU (n) fCDNA$fJt£ 
[0 0 2 4] 

- £ LTf±, ^Jllfi*<7)^7^ 5 K (M, p B R 3 2 2 , p B R 3 2 
5, pUC 1 2, pUC 1 3) > ttflft^^7X^ K (M, pUBHO, 

p tp5, P ci94), mmmm^y^^ k («u P sh i 9, P sh 1 5) 

, ;***.u*7<< )\s7sTj;¥<nmm*?4 ^fcifOflfc, pAl-11, pXTl, p 
Rc/CMV, pRc/RSV, pcDNAI/Neo^»^^ 0 

tiiiltffl^l)^, SRa/nt-^-, SV4 07°n ; e-^-, LTR 

£*i CMV (-9-^ \> *1fu*j4)\,X) ^n^-^- SRaT'n 

r p7°n^-^- N 1 ac7°n^^- r e c A^n-^-^ aPl^u^ 
SPOl^n^-^^ SP027"n^-^-, penPynt- 
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te±**BWfcT**»£-«U PH057°n^-^-, PGK^n^^ 

o 

[0 0 2 5] 

#VA#JO'V^t^ SV40WJy> (&T\ S 

V4 0o r i fcBfr»i-*Wr^T6»**) 4 if*^t Ltv»4 4 £ fc^ 

«R^*-fcLm Mx.fi\ vtiKn^MTC^m (J»T\ dh f r 
tH&^1"^^^^) itfS^ OVM^-fe-h (MTX) #130 , T>ty 
V >It14if^ (&T\ Amp r t^t**^* 1 **) > ->>»tes& 
fc^ (&T\ Neo r G 4 1 8»tt) ^J&*Wb*t£ 0 

dh f r &fc^ti^W--X;NAX*-jj»£fflv>Td h f rflHX^ 

3»*fil^#Jn-t*o iS^J-ViV iiTJB5B"e3bS^t±. PhoA • v^;v@2 
?|J> OmpA • y^tJV^J^W T&i^^^JRWC**^**, a-T3 

Wb&i*. mf a • zsn-frmm, sue 2 • iy^^-)^mn^t\ m±immmu 

[0 0 2 6] 

iyxVtTII©^i:Utt, «£ff, xi/x'Jt7 - n'J (Escheric 
hiacoli) K12-DH1 ("/ni/- • • if • f-~> a • TflT 
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%~ ' *7 • V-i X . . *f . zl-jl**.- (Proc. Natl. Acad. Sc 

i. USA) , 6 0%, 1 6 0(1 9 6 8)], J M 1 0 3 O * 4 Uv ? • T v yX 
. ^ (Nucleic Acids Research) , 9%, 3 0 9 (1 9 8 1)] , JA22 

1 ;V • • /t^^n$?- (Journal of Molecular B 

iology) , 1 2 0%, 5 1 7(1 9 7 8)] , HB 1 0 1 &*—}-JU 

'*U*uif~, 4 1i, 4 5 9 (1 9 6 9)], C 6 0 0 [v^x 
(Genetics) , 3 9%, 4 4 0 (1 9 5 4)] fc*?5&*fflv> t>*L£ 0 

W^Iiatli, Wx.(f> ••9-7*^;^ (Bacillus subtilis 

) MI 1 1 4 C^->, 24%, 255(1983)], 207-21 
;V • ^-"T • /t>f ^ ^ ^ f rj - (journal of Biochemistry) , 9 5%, 8 7(1 
9 8 4)] ftZtfrn^btiZo 

mntLXit, t^D7>f^ tl/lfyi (Saccharomyces cere 

visiae) AH 22, AH22R" NA 87-11 A, DKD-5D, 20B- 
1 2 „ vVt 7*n?>f^ jK^-^ (Schizosaccharomyces pombe) N C Y C 
1913, NCYC 2 0 3 6, k?*T t- U * (Pichia pastoris) KM 7 

l&WfflV>lb*L£ 0 
[0 0 2 7] 

*tfrfK*B/l& (Spodoptera frugiperda cell ; S f #«) > Trichoplusia ai(D^ 
Ift^MGliU, Trichoplusia ni^lPft^OHigh Five™*Bfl&, Mamestra b 
rassicaefi^O|fflM££teEstigmena acreafi3fc<DijfflJ|&& iftfR}^ h fi& 0 ft 4 
^^BmNPVOm Sfi3lMM2fflfl& (Bombyx mori N « ; BmNffi 
) ^^m^hit^o mS f*atli, Milt S f 9« (ATCC CRL1711 
) , Sf 2 1111 (GUu Vaughn, J.L. > • # (In Vivo) , 13, 213- 

217,(1977)) tkZ#m\<*b flko 

(Nature) , 315%, 592(1985)] 0 
iiai^Ltli, Milt t^IJfeCOS-7, Vero, 
A^^IUCHO (£IT> CH0«ti&E) , dhf rlfif^fH- 



ffiiE#2 003-3079286 



^12 0 0 2-3 6 3 1 0 8 ^ ^ — i/; 34/ 

-XaA^^-«CHO (mT> CHO (dhf r") MtB&ffi) , 
LlfflflS, 7^^AtT-20, ^?.X^n-^«, v)^ATDC5«, 

Proc. Natl. Acad. Sci. USA) , 6 9%, 2 1 1 0 (1 9 7 2)*?V-l' (Gene) 
, 17t, 1 0 7 (1 9 8 2)^^tCfSmo^^oT^T^^i^^-e^^, 0 
[0 0 2 8] 

;V • v^^tM y ^.X (Molecular & General Genetics) , 16 8%, 1 1 1 ( 
1 9 7 9)% tlzmm<Djj&K$£^Xft?j: 7 ifc^l-5 0 

Si^^SC©^^^ 01*. WT, ;* y> 7 X • /fv • x>f>f^ny- (Meth 
ods in Enzymology) , 19 4t, 1 8 2 - 1 8 7 (1 9 9 1) , ^n^-yv 
yx • *x • • tyat^ • T # t*^ — • • iM-x^WX • *X • -Jf . 
jr-jcX^- (Proc. Natl. Acad. Sci. USA) , 7 5%, 1 929(1 978) 

ft ^^ffimo^ir^o -cfr ft n^"ei-& 0 

o/Technology) , 6, 47-55 (1988) * ^Kfgfc^&K^o 

o 

ha-*. 2 6 3-2 6 7 (1 9 9 5) (Mlttgtfr) , ^nny'- (Virolo 
gy) , 52%, 4 5 6 (1 9 7 3 )KIB*©#ttfct£oTfTft d £ fc^S * c 
CIO*-? *>v^SC£a- KI-^DNA^^-T^H^^^— 

fM-i^^is, sum, ^«**o«D&»^r*uie>fe*L* 0 it^atLrti 

> ^a-x, mf'jy, RritttMK *>a*ft£\ flSWfcLT 



ffilE# 2003-3079286 



2002-363108 ^ s<--J ; 35/ 

[0 0 2 9] 

y^^tsM9^m (Miller) , i?*r-±)\< • ^7* • jc^^^i; * yy 

•-fV-^V^a^- '^x^r^yn (Journal of Experiments in Molecu 

lar Genetics) , 4 3 1 -4 3 3, Cold Spring Harbor Laboratory, New York 
1 9 7 2] tmtL^o ZZ.lz&EizX *)7u*-9~*$bi$£ 

«±^'>x'J ^ TlfO^ ^««at*tJ 15-43 VX-m 3 - 2 4 B#Hg 

mzL&^frxmmvw;^ mmimi^m 3 0 ~ 4 0 vxm 6-24 mmf & 

(Burkholder) ft/J^ife [Bostian, K. L. yny-^V^X-t 

^- (Proc. Natl. Acad. Sci. USA) , 7 7^, 4505(1980 )} ^>0. 5 
%**f<;m*"kmiTZ>ST)1%$!L [Bitter, G. A. /ay-^^X-t7 

- (Proc. Natl. Acad. Sci. USA), 8 1t, 5330 (1984)] ^ 

-3 5tt^2 4-7 2B#r H ^T&^ ^^JSCTil^m#^*Dx.^) 0 

ace' s Insect Medium (Grace, T. C. C. , * J f- -Y - (Nature) , 195, 788 (1962) ) 

*©pHli«Sl6. 2-6. 4fc»Ms?- £03& ? $if;£ Lva 0 2 7 < CT;& 



ffiiE#2 003-3079286 



2002-363108 ^ ^- ; 35/ 



~2 0%^^IfiLVt^#t>ME]V[^ (Science) , 12 2^, 

5 0 1 (1 9 5 2)] , DMEM^i (^ony- (Virology) , 8%, 396 
(1 9 5 9)], RPMI 16 4 Oigtfi {V^-^-)V . ^ . . 7 ^ rj # > . 

ry>x-> 3 > (The Journal of the American Medical Associ 
ation) 19 9t, 5 1 9 (1 9 6 7)], 199^* [yny^-y'>^ . ^7* • 
•7^-f.^tny^.^f^> (Proceeding of 
the Society for the Biological Medicine) , 73%, 1(1950)] 

m^bti&o pHiifi6-8Wowu» e ^mimnm3 or~4 o°c 

[0 0 3 0] 

, y - A £ J: Xf/ 1 tz itmSWim* Jffc J: o T®#£> * v> i^^fflJSS. L 
Sflffe. ^^>ii^ iJilTSD S-#V V;VT5 K£* 



ffifiE# 2003-3079286 



m 2002-363108 



^-v: 37/ 



[0 0 3 1] 
[0 0 3 2] 

feLJtffO^fe tm^-t <?> b &X § & o 
J ? n - i- frffifcoftW) 

*%m<D*>ss?ni±, mtommzttLxis&izx Qmtm&i>*zsm*&mz 
"tti&fc&zwmfr, *im\bbi>K&j§.zixz 0 &mzmvxmm&M* 

M&Ztztb, %£:7Ujy F7va;0 f^^7D^ FTya/r/ h 



HJSE# 2003-3079286 



2002-363108 ^ ^ : 38 / 

•§-lt4 iv» 0 «^tta*2-6«*fc:iiar^ tf2~i omuw?*>*l* 0 

0# ttttffll& $ * £ 2: J: »k ^ / ^ n - ^- ^yy^v 

;K**>f C^-T^-V- (Nature), 256, 495 (1975)] Kfe\,*nMt2> d 

i^lSo IteiEiiaUfc LTtt, 0Ux«\ ^'Jifl/>^'j3^ (PEG) 

[0 0 3 3] 

tfHttatli, Mx.**, NS-K P3U1, SP2/0, AP-lfc 

t*oaflLi!;^<7)#MJKm^w?>tL^>^\ p 3 u i l < m^hti^> 0 m 

~2 0 : lfiftt*^ PEG (fil<(iPEG 1 0 0 0~PEG6 0 0 0) 
^1 0-8 0%gSEO«jK-e^jD$^ 2 0-4 Or, L < & 3 0 ~ 3 7V, 
-Cl-1 0^>*a^- battle J: 0»*J: <«»»-fr*S«fc-CS* 0 



ffifiE# 2003-3079286 



4 



12002-36 3 108 




^—"5?: 39/ 



x.WT> 1 ~2 0%, ftZ L<fil 0-2 0%O4^BlflL?t£^-irRPMI 16 

av^w^y K-v^^jflLvt^ (sfm-1 o k B?mm m ) & 

h-^v^iH^ll.o^SSS^ S#2 0~4 0°C> 02L<fi|£j3 7°C 
[0 0 3 4] 

(b) ^n-i-)vmf(omm 

mm. t)v mm&itmm, msmmm, 4 

deae) Kz&v&mmm, mm>m, r&zam, nam* 

l**4v»{i^Df^ >A$>&^\$~?UT4 >G%¥<Dffi&®MMK£ *)%m<D 



ttSSE^F 2003-3079286 



■m 2002-363108 



40/ 



* ^ v T-K^mmtxfrMLtz^yf v km Lxm>mmm& <xzti 
itjo. i~2o. i&t l< ami -s^m&xjj^frzit&^mtfm^bti&e 

[0 0 3 5] 

*%wxm ^ b*iz>9>j**n* tz k * a - k-t * # y * * v * 

*t?>©DNA«r*|&WODNAi:KrtB-t*»^6«2b&) ) O^BTilKffittttft 
> £ fiafc Jt W ftftft ttM.%m\\ * tz it * <d-u *m*r h r > ^ -b > X V % 
*V>*f-Vb LTtt, *»WO#'JjR^vtfK (M, DNA) Ott&EftlCtt 

ttattttea t » 7 0 %m_t, t < am s 0 %ja±, * »> u < t±fc 9 0 



ffiIE# 2003-3079286 



^^112 0 0 2 - 3 6 3 1 0 8 ^<-z? : 41/ 

tz 7 >^-tr >X # V 3? i> V Y(DWi&\$, &§&m<D ? >^?M<7>NMtm%m £ 

fcft 7 0 %m±, » 4 L < 8 0 %J£Lt, i OSF * L < (ift 9 0 %J£JLL, 

n) RNas e H Ki. £ R N AjffiZftfttZ 7 >m tfV % ? 

if^Ji, ^>hn> Sr-g-tr^HWoD N A0^3feSB2?!l03B*|@l jfe 7 0 %£JLt 

> » 4 L < Ji&j 8 0 J: 0 04 L < lijfc 9 0 %12LL % f^ff L< g 

o 

mm^ : 1 e , enivf - : 1 s , @b^ij#4 : 2 1 , mm^ .-23. @b?ij#^- 

. wmm^r : 8, se^j#-^- :iu @b^ij## : 1 6. wmtt : 1 8, 
: 2 u @e?fl#^ : 2 3, gg^J#-^ : 2 6 4fcttEai#4§- : 2 8T***>$H«tt[ 

7 xvztv*?- K»±a#, io~4o mmm, 04 1 < » 1 5 - 

3 OMSJgO^S^^^^tt^o 

) tt, 2' -0-^^Mhft^oft^Mtll«i6tc*lfe$^Tv»-c«> iv>U % 



ffitE# 2003-3079286 



2002-363108 ^ : 42/ 

[0 0 3 6] 

At ^-i yv y -i x-t& tff'cf*^ tRNA <o#j& t ?t «i * mm-r ^-t 

fcfcRfcfc^^K fcoNJ-e rttJS1"*J tit, %9V**f-Y m 

wo ^ntfzit^<Dmm^hmm^^^K^>^^y'^v 

, fiyWRx-VWA. ORFSWRI^jhaKV, 3' ^^IRH^ 3' 



tBaE# 2003-3079286 



2002-363108 ^ ^- v : 43/ 

»*'^") *7tt±#**jg^4:^1-*-e-0^o^w- (fit, i,fV^ 
JiDNA^RNA^Kjl.ffiSfr&J;} T y > ^^»«3fe<D#* * 

NA, l^ilDNA, 2*&RNA, l^HRNA, $P>|:DNA : RNAM 

bfitzWMvyh&^v)^ #t^oftv>fci^ ^^Mb^tt/c^o. iisj^jll 

ti^H^M^ (Milt ^^^n^-^-j:- K ^^^n^fti- * 

MxJt T^i^ V7V>^if) £#0&<7), Mt^% 

MlSM*^?-**©. IH*3;ft;fc|t#*i$ofc<0 (Miff, ff 7/v-M 

*»W07>f-b^#yjii^l/*fK mm) «t, RNA, DNA, &£v> 
tt|M*3*Lfc*« (RNA. DNA) T-££ 0 j« $ *L7«^0 httli 
t^If if^f t*^7x - f W;^^VtyK75 



ffifE#2 003-3079286 



^j?M 2002-363108 ^ ^- v? 

Z7LTmMimmfrmx^<%lhtiT$>iO^ m*.® J. Kawakami et al., 
Pharm Tech Japan, Vol. 8, pp.247, 1992; Vol. 8, pp.395, 1992; S. T. Cro 
oke et al. ed., Antisense Research and Applications, CRC Press, 1993 & 

"fffl t & J; ? K« < # i; y y > x ? & *° V io ^ * mm t omKftm £ 

k p&5e $ tiz i> <d -e a & v* 0 



tBBE# 2003-3079286 



12002-363108 



45/ 



[0 0 3 7] 

^^>^«tL<l±«8^yf-Kifcii^oaK:W"t&tt;# (BIT, 
[0 0 3 8] 

*M0> 00, twrsm*, 10 
, smm> mmm. mm®, im. mmm, *nm, mmm, f«i, mmm 

[0 0 3 9] 

0. mmms xm> bah^ t-^0, fwi, mm* ism*£fea 



thffiE# 2003-3079286 



m 2002-363108 ^ ^- y \ 46/ 

•e^mfi. waif, Ttfh-i'xmmtLx&m-t&zti,'?**,. 

•Tfcfc*^ *S&9§ti\ *&ffi<0 9 >'*?M*m^Z>Zt%!$ffltb-f2>%i&m<D 

o 

h mm, t &m\&®<nm&m<o ^n/H*-> ^ - t * jt^i- * £ 

±%Lx*v-->mmzte\,*xte, (i) t (ii) o*^h*5v^t 

„ ^nn;^t^y^^tt^|gt> monochlorodimedonetc^^#jjpbT 
dichlorodimedoneSr^JSfc^* MttSrtglSI t T Jtltr * 0 

^ n '>'*^ (J. Biol. Chem.) 241#, 1763K-1768H (1966 

± 0&Kte&flO a*fflv>*>*U> 0 fc^fc-LTIi, COS7«, CHO 

H E K 2 9 3 ffllg^ f^i WSI l< I V>t> 0 

o 

jfcftfrw, fta£iK4fe % ttitHt, ttttttttiftu i&^m^Jitiaj^^ ¥i)*$>\fb 

mx.it, ±12 (ii) 0»^H^»t**|&WO^ ^fo^nn;<-i + y^ 




tBiE# 2003-3079286 



2002-363108 ^ ^- v : 47/ 

±IB (i) coital Jt^T, $j2 0 %J£JLL. L-<}±3 0%£JLt 
, J: *>8Pi L < 5 0 %J2Uiffl*$-£*i^fc'^fe&, ^W<D? 

[0 0 4 0] 

*nu&ttffi»u ffl^amm, i&%iai&f*tB$u 

[0 0 4 1] 

%m, %m, mm, m^mm, f&m. am, mm, j\mm, mmm 
, wm, mmm. ^m, mmm, ^vt^m, mmm, siiit^iMif^ 
zvmo^w • mmmt Lxmm-r&zt&x&Zo ttz, *mw<D 

j&ittv^mzm^ir & \\&m zizte* m?n£, r#h- 
zsxvzmm t Lx&m-tz z 1 1> x § %> 0 

^^'J^V^tLTii, (iii) *&WO*Z's*?%*mt£-f2>fi&3* 

^y^^M^m^i-^mti^^^mm^mLfzm^tcDkm^Td^t^^ 
±Mttmz&\<>x, (iii) £ (w) o»-s-tc^»t&, miBit^oism* ( 



tbiE# 2003-3079286 



12 002-363108 



^-5>: 48/ 



: 5 > mm^ : 8 . :n, : i 6 > : i 8 

, K^J#-t :21, Ifi?iJ#4§- 12 3, W&m^ : 2 6 4 fcttEHFW- : 28ti 

a >\ v^iiyy 'fT-t LTE?!I#-^ : 2 „ E^J#-^ : 5 „ E^J#^ : 
8, sb^ij#^ :n, e?u#-? : 1 : 1 s. e$I*# : 2 1 , @e?ij 

2 3, 2 6i/siiE^J#-^: 2 sxm^fi^mmmttza^ 

:i^i?Ho . . . 

±fE (iv) OW^tC^Jtiit^OflK*, -LIB (iii) <Di£i?Kik 
m 2 0 %£LL, &SUI43 0 % JSLh, J: 0 » 4 L < lift 5 0 %JgLhE# 

•[0 0 4 2] 

^^T 9 ^- k t tz it^r<Dm., Z tz it^mxm^ t>ti&9>;i9Mi>L< «±«^ 
-<7°f- Kteft**K ^ft-g^ JHNIuHIn JN&fflffigu ttttttttfe 



HJ|E# 2003-3079286 



^12 0 0 2-3 6 3 1 0 8 ^ ! 49/ 

m, %m, mm, t&&Mm, ti«, wm, Ktmrn, mmrn, mmm, wm, m 
mm, ^nm, m^m, ww&m, wmm, mm.mtfznjkmmm^^<om<om 

[0 0 4 3] 

v»?,*L*fifls WJ^KWi^t^^t^^e Mil?, l@HMo 

*ftPjg#Ofei6oaufi»iLr»±, «&ar % ffiW*), Wfflv^tL, 
ai«Ott»IRffiHgW. »M&JH«| % &m&MM, n« 

tt, ?i^3&^MSij§iJ> Hilt (flk „ .fy^^- 

«l CM> ^JyM-M0, HCO-5 0 (polyoxyethylene (5 0mol) addu 
ct of hydrogenated castor oil) ] ^t'tffLtUv^ ffl&WLt LTti, 
«x.tf. =r^M> WJBv^tL, »«Wt«jSiJfcLT^Ji;#Sfe^^^;w 



ffiiE# 2003-3079286 



12002-363108 
[0 0 4 4] 

•ctt, mk %%k mm (r>^^) , ^j&^m^**^ 

Omg, f(0i(7)^T1i 1 0-2 5 0 m g ©Jtl&ffc<fr«rj&*£tf 3 *irv>& i 
zSjfiLK/^ 7^K ^-9-^ t: y 7^ 7-^ ]. 

»ft^4fctt*o*©js:#*tt, -eof^ffi, iw*«u 

(#*6 0kgtLT) lc*v>Tii, -Hi:o| mt&mt tzl**<D%z*m 0 . 
1-1 0 Omg. LOiifcl. 0-5 Omg, J: t < t±«j 1 . 0-2 

****** j: or mx.it, %m<omm<DBi$"? 

0. 0 1-3 Omg^Jg, &t L<(i^j0. 1 - 2 0 m gjgfl?, «£ 9 

«FiL<»i#&o. 1-1 omgmm*mmum'mttte*Q&i*-t&<Dim&& 

r** 0 moMyd<7)Wi&i>, #16 0 k gigfc «J C^f L/;f^t4tl.it^ 




tiiaE# 2003-3079286 



12 0 0 2 -3 6 3 1 0 8 ^ ^- v : 51/ 

[0 0 4 5] 

(2) ■*.&m<o?>'i*n<D%M 

(i i) tg#:±^^^bL/i^^0^jo J: tfHWMbS tLTfc^H^^giJ 

o 

[0 0 4 6] 

MW^O^fflv^ib i < N Sfc, ^WF(ab')2 > Fab\ & 
vvl*;h,<offl£i£*jBv»T&iv> 0 ^7n> m;-, Sfe-g-^ a 




ffiiE# 2003-3079286 



M 2002-363108 



^-v: 52/ 



C 125 I] , C 131 I) . C 3 « , [14Q ftir*»fflv»fe«i.4 e JtR«W4:L 
[0 0 4 7] 

izm^t>tiz>fam*'&-rLb i«arr?*&&3?i±fc<. m^^^iriji^^^ 



ttllE# 2003-3079286 



12 0 0 2-3 6 3 1 0 8 -J 
[0 0 4 8] 

o 

a^s-en, ®tfkm*<oim tmmmm. t * mmzn l t ss^-m kujb mtt z 
*%m<oufflm(F) mt£&&LfcmtmB3L (b) t*&mL c 
b/f*«) , b, Fv*-r*L*o«i»t»3feu wi*m+*>jiuK**&trz 

faKttLx&&Rj&z^?zfemmbmft*frmirz*\ *&v*ji, fc^*^ 

» 4- rite <9#^* £ 0 

[0 0 4 9] 




mtE# 2003-3079286 



12 002-363108 A : 54/ 



•mmm] (*2js) rh&5 7^) . r»x&& 

MJgftJ m 3 IK) Bg^n 6 2 43tff) , TMethods in ENZYM0L0GYJ 

Vol. 70 (Immunochemical Techniques (Part A)), R|« Vol. 73(Immunochemica 
1 Techniques (Part B)K Vol. 74 (Immunochemical Techniques (Part 0) 

. Mm Vol. 84 (Immunochemical Techniques (Part D:Selected Immunoassays)) 
> mm Vol. 92 (Immunochemical Techniques (Part E .'Monoclonal Antibodies a 
nd General Immunoassay Methods)), mm Vol. 121 (Immunochemical Techniqu 
es(Part IrHybridoma Technology and Monoclonal Antibodies)) (JiLt, Til 7* 

m, mm, msnm, *mm> nm> nmm. iii, mmm. mm. mmm, 

[0 0 5 0] 

(3) m^mmm 

@JftLltr& (flliif, v^*; ^we^K ^-9-^ ^ 

x ^3, ^j*, -9-;^ ^-^v l^ntl.^O^^N" 

^Kifclif©«^fKi3^K t 4DNAifelimRNAO*» 



ffilE#2 003-3079286 



2002-363108 ^ ^- y ; 55/ 

* v> (iHmiST^, IDNAtfdimRNA <Dmn$>2> ^ 

^'J^^-y 3 >^PCR-SSCPfe (^^^ (Genomics) , H 5 
S, 8 7 4-8 7 91 (1 9 8 9^) , ^n->-^v/X • • if • tvat 
;v • T%7*$. - • ^-^ • f^x^HX • ^-y • a-x^x- (Proceedings of 
the National Academy of Sciences of the United States of America) , % 
8 6^, 2 7 6 6-2 7 7 01 (1 9 8 9^)) & tlzX 0 MM~$~2>Z bib s X*& 

mZ-tf, J — ?*) n v 3 v K X *) mmi&g>i>mm $ titzWr&* 

pcr-sscpsi:j:»)dna o^&&n& &mm $ titzm&i*, 0tx.1t*. 
mm, %m, mm, m&mm, &£*, wm, mm, mmm, mmm, wm. 
mmm, mmm. *?vmm, mmm, mmmttzitMmmm^t^mx 

[0 0 5 1] 

(4) T>^*>7stfV z?u*1-}?$:^ir%>mm 

i&m <o d n a izmnw \,zm& u idna <r>$m. &wwt&z-t &x # & 

* ?M*tz »±*smh © d n a 9>wm**m *mr*- Z> £ t **T * * « 
*. #*!§*, &*, 0*, tram*. Ait*, ffFM*> nit*, j&hi*, 
if*, j»)k*. T-m*, **m*> toi, mm, mnmtiz\±m&Mmttz 
vmv^Vi '%tmMtLxmmir2>zbi>*x%2>o ttz, *f&w<DT 



mtE# 2003-3079286 



12002-363108 



^-v : 56/ 



fciiUMUMfc (flu *-9-*\ r*, ^y, 

^1=1*1 n^^f ^it^T*i-?, 0 

KTv^-fe^^ey^^^^Koft^i^ M^mm, 
#y^^v*^K*ta:#*f*^ -fcttKufcA (Meokg) *c*v»tj±, 

-B^iirm^.f'j^l/tfK^O. 1-1 OOmgtWo 

DNAOftlBSrjqiW-rsclfc^i*^ JL«, «f«. 

ASff. fffe IFM« % MK«^ Blfcft, JRKft 

ZimiKRNAfi, (flfl. Nature, 411%, 494H, 2001^) 

V Jj?1f-f ^m<D^m GfcU TRENDS in Molecular Medicine, 7%, 221H 

, 2001^) l:$tt, *«WO*'J)i^l/tf - KOE^£3£fct£&fLT*:ii-r& 



miE# 2003-3079286 



#M 2002-363108 




v **tv a tt&m-rz> xmiktz - 1 a*-e § & 0 * g 

o 

[0 0 5 2] 

(5) #S&IBOffi#:£#;rt-&B|g 

m. mam* mmm, wm, mmrn, ^sm. mmm. wmm. mmm, mm 

(0U fcy^ ^ ^ tc^LT 

&o 0 S t< 7 ^ f - v i: L r^ft t o t t4t ^5 C t ^ i -5 e 

*gpK4ofe*oftjs»i: Ltii, minf, mmk m*u v^^-ymm 

v»fe*u SilffittMR&ttftU ftTa-M^U jftrt&ftfttU jACM&M- 



tttIE# 2003-3079286 



m 2002-363108 



^-^r 58/ 



CO- 5 0 (polyoxyethylene (5 Omol) adduct of hydrogenated castor oil 
*>»tftW5W-CI± 5-100 m gUjg, f<Dl©iiTii 1 0 - 2 5 0 m gig 

• TO03feje>K«ffl-f *«hfrKi4, ^hjo^#:^ i mmt it, mo. o 1 

~2 0mg/k gftfigj^ JfJKiiO. 1-1 Omg/k gftfigS, $ 
i^JKliO. l-5mg/k g#S;gjg£, 1 H 1 ~ 5 mmm, BtL<it 
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12 0 0 2 -3 6 3 1 0 8 ^ ^-v : 59/ 

[0 0 5 3] 

(6) v^jc&^ri- sii 

*»W©*wt**tt x Wife «rffl»*. JCiI0 

, fife JFMfe MSlfe ]*K« V fffe JBittfe T-Bfe ffi^fe 

ttT, ^tc, PifLmt/ (flU tf, v**. ^-9-^ 

7 * f - > ttW t±, 3*0 7 * > WWolKS^JCflfeo -cum* « £ t #t § 

So 
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60/ 



laotMS^ «^.«**»WO^^^ft**fcMLfc*A (4tt6 0 k 

g) ^Tm^mmitLx^t^m^ lmmwano. i mg ~3oo 
ia*ttiiH-c*j:v^ mms*******^ »2mm-me^M<omm 

[0 0 5 4] 

(7) DNA|5#Ifrt7 

^tDNAtffl&lfit^) *fett*0**DNA (*IW!©flJM**J*DNAfc 
««B* ******* S) M«$L»f«r^J|ft^« 0 

(1) *fWo^tDNAi/:lif^iDNA*tt-5*t MfflJi, 

(2) ^t: Mii?LmW ? r^#S!itfT'$>^^ (l)IB«OS6«», 
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2002-363108 ^ 

(3) Yvmmmi)^*7**tz\±yv YX&ZM (2) ffim^KltK 

(4) ^OMttDNAt^tt^^DNAmU l«?LI»C:i3V>T 

ttz, mm^m^yymmm, t^^t^^x mz.^ mmtLx, C57 

BLXemm, DBA2m££&£\ 3tmmtLX, B6C3FiIi ( BDF]. 

B 6 D 2 F 1 T&ffit, BALB/cM, ICR»^a ^fcfi^yb ( 
M£fi\ Wi s t a r, SD^if) ^ii'^ff Lv^ 0 

m$im®i<z&^x^mL7 zm&z.^? t-iz&ifz m%m<®j] tini, 

[0 0 5 5] 

fflOilDNAt LTli, 7C<7)*HiODNAOMie^iJt:fI (0Hx.HT 

. ^c^o, mMvttm, xm, mourns 
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12 0 0 2- 3 6 3 1 0 8 ^ ^<-^J ; 62/ 

& D N A Wffl v ^ tt & o 

otli, iDNA *tt*«Bll&-Cl&S ?*H7'o€-^- <7>T^ L D N 
A3^>9^ffc Itfv^o^- ^tcW?Ut?^>^o iil^ :£#&93<9t hD 

(#!x.t^ fx. ^rz, -t/i^e^K ^NA^^-, 

£*) fi3fcODNA&3£5i$-£-9 HSyn^-^-OTIi:, #£&93<Z>ti h DN 

o d n a *i*smi- * d n Aumm^mm zftm-rzzt&x^Zo 

[0 0 5 6] 

->>\ ^ena- &MMV 4 ;l/X&if<7)V hu^^f V ? is — TV <i fr^ttz 

±ffi<ODNAS&KWfi&&fr&9:7 p n*-*--fc LTte, fflitfc^ (D^-f^X ( 
v^7V7-f;^, *M hXtfn^'f ;vx, ^en^-^jfiL^^^;!/^, jc 
'7'f;t'X > fL^5-7^;vx N * 0 'Jt^^^^^) fcfi3fc1-£DNA<&7*n«t-* 

7— b\ Jl/htfi^SS^^ *-9*->Kl, K 1 O&itFK 1 4. n^-r 
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2002-363108 ^ ^- 5; : 63/ 

AflJ^14Hi\ ft&V-fT**-" f-n^>^r^— if (— m^T i e 2 tV$ZK2>) 
, V ")A7f;y>3'J VHft#* (Na, K-ATPase) , 

ia-D7-f5^Vfgi, *n^3-*^ > I ££0*1 IA, ^^n/nf>f 
t-ifliS^^ttr^-, MHC^7^ ItfcJR (H— 2 L) , H-r a s, V 
Kwc^^^-^cBKfc**, Wtm'Oi'* fe* (tPO) > ^7°^ 

Killl^la (EF-i ff ) - N prtf-'y^ a^X.XfpK^^ymm.. 5* 

M^n7'jy, HgnraflrB (VNP) , jflL^T 5 n>f KP a K = 

£ fcWt&fc-fl-'f F^**a7^W7o^^^ Kg3IIg^l a 

(E F— 1 a) <D7u^:>-?~-, m&XXF-V pT??->7n*-?-% 

[0 0 5 7] 

^Ofll, gfit?^i-^^ttDNAS:$f>^#&ia$-^^>g^-tr#DNAco^7 B 
03' Tift »=aSjBfr*ifc'bBfl9K:J:»)^riB-C**o 

MU liWlfi^DNA^i^I^I^ADNA? 
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^12 0 0 2-3 6 3 1 0 8 ^ ^-i? 

m l tzmmmm *tm+ %> z. t § * 0 

D N AI^I$#&K £ *) ffcSH* * - & 0 

ftttiPMMiv n * w**»wo5«tt d n a nmm^Mm<Dim 
m&%i.xmmto<o&x\zmLK#tetz a o im&ztiz> 0 dna^« 
&wito<o&&mfoK&\,*x*f&w<oftmkDNA&mtKtt?& fern 

Wflfro^^T^-oJC^jWlS* <fc WH^^t Jc*»9lonSHtD N A 

o 

[0 0 5 8] 
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#M 2002-363108 




mm-t2>Zb&t?&2> 0 Miff, *!&WOjE*DNA|S#Si%S:ffl^Tx *5&W 

<om mam * d t & e> , o^w^RKHat* &jk ^ 
k& igatau mm, wm, mmm, *nm* mmm, to**, mmm, m 

ttDNA^^C^f^ £ t jgg LtiD n K$&mm t Lxminwmifm 

5 KKft-W^"^^*: Ltlv^it^i^o 7°n-^-^-t(7)DNAr3> 

mm^ m k $ it a -#&m <ow% d n a <r>nm » , mm%mm <o mwmms a a* 

ic^v^T^^cO^DNA^^-t-^ iili, ^ffigf^O^^-C-eoJK^ 
©ttfcttD N A «r$*t«v*7£ iOfcOl&fcO^*^ *<DB&mfo& J: W*» 

**»D N A Sr^ft S J: -5 ^^Jg^ti" * h ^ § * 0 
[0 0 5 9] 

$ * & *lt * ^ , i*i^oie# d n a <omm * mm-r zztizz ^ mm iz*% 
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12 0 0 2-3 6 3 1 0 8 




: 66/ 



>^K<7)|if£|5a# (dominant negative*^) &$^J§1-& ^Et-*;^ & & Q 
*tz, *§&W<OW*mnDNA*mmZ^fzm%W)Ml±, ^Ib^^o^ 

yFfBm-tti-z^® - mmk mz.\i*mm*%m, mm, ntnsaeus, &Mm, 
wm, jftmm, mmm, mm.m, mmm, ^nm, mmm, wsmm, m 
mm, mmmt tzititmmm^ zomv^m - mmavx ? y ~->r&mz 

i/;l±DNAi:J; ^ ^MZtitz^??- vmk*frtir't2> :tCU, * 
w^fi:,tf) #J|ift &cf&i&£> £ tiffin-*- & ^ ^ k t (7) mm% Hov^to 

(DDNA^^i-^a^OM^^ma^^M^J: U £*li=> fclSyfl L 
®±fB®Ktt<a«HI&£Mv>a £. £ £ J: & X o %mM<DX ? V 

[0 0 6 0] 

tit, ^^ODNA«sm^&4MM«r9l9fBU Mm M>^>>& 
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4 



m 2002-363108 



^- v : 67/ 



[0 0 6 1] 

(8) /?9TV h®M 

(1) ^m<DDN A^mmt^fLtz^n vmm&bmm&mm. 

(2) &DNAj&*V#-*Ht^ (flU /?-2f?* >yf- lf» 

(3) ^*T>f -»»tt*C**j|l (1) £fBtt<7>JE#*BJ§u 

(4) ^^muLftift^yftiKf^sji (i) mtm,<Dm&mm, 

(5) ^yfiiWv^xt^^i (4) ^femoK^m, 

(6) *§&m<DDN A^mmtztitzmBN A&m^&K Muslim*. 

(7) »DNA*»v^-^-atis^ w> *mm&%:op-3r7? hisy-vm; 



(8) &\zhm$Mto#rymm'v*>&M (6) ^laico^t: mh^um*. 

(9) rvmrnm&wx'ejb&m (8) ^tamo^t m«?li&^ 

do) m (7) ^gB«o»!»^ % tofcft-fri»t«:#u is#-*-me=f-<DSk 



tfciE#2 003-3079286 



2002-363108 ^ ^- -J ; 6 g/ 

[0 0 6 2] 

£ fcfcj: DNA^f >/^f « 

*»WODNA»cA*fl&fcS£*«:lni^&^rifefcLTIi, MilJ, jft^I^W 
0»DNAK^O-asXJ±^«OBO^ tDN A fcfig&S^ 

iWH^y ?*77 bDNA^mftL^J;v> 0 
[0 0 6 3] 

Mttrfi, awt-ta^t MiiiLt(jw § ^r-r^^:^oDNA^m^i 

*«*fc*r*|iBW»ttjti»=F % &&v>fi l a c Z (p-fTJ? Y isF-^mtt 
) , cat (^n7A7xzn-;vrWh5^7x5- tfitfSTO 

* 4v, ' 4l *V >W«M > h n>«^jt^O<E^t#MlF§*4DNAK3?!I ( 

KioT, M^lft & J: 5 dfltgc L D 

NAK3?!l«r*i-*DNA« (£IT> x-f *~ tHfrffi-ta) 
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0 0 2 - 3 6 3 1 0 8 ^ ^-v : 69/ 

>ys<??-i>fm tz&M L fc*3MB ODNA J^O D N A SB 

Tti, iT^J:-5^BE^flf2:$tt7t4>oSrffl^T'«) <fc < , Eva 

ns tKaufmacT)^^ £T$r L < L/r & COT & <£ v> 0 v^OES 

^?>MES»^#t**ifO@^A^ C 57BL/67WC 5 
7BL/6 0»|p»:0/>*$5:DBA/2 t<^53tJCJ: ^#LfcBDF i 
* (C57BL/6tDBA/2^F!) *Mvvc»ir Lfcfe©* 

C5 7BL/6T->^?:ffi:#oot\ iii^^T^5>^ES 
HiiM^f^^^^ajL^ti, C 57BL/6-7^fc^^n^ 
+« £ fcT*<B«fcttir** C 5 7 B L/6 i fcjWtt-e** jfr 

[0 0 6 4] 

TV^©K*ftT, lnn^-gfoESasat (tt5 0fl) T?«FtrO-C, 
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if> STO«l^moJ:d^ii^*-7^-^-|BJ3&Ji-eL I F (1-1000 
OU/ml) ^T^Rm^^^rt »JL<{i, 5%^^, 9 5%^f 
£ J* 5 5 , 9 0 3 7 TCT?**+ & * i'O^fe-C 

**U WtftlSfctt, mx.il, F'jyyVEDTAil («f0.001-0. 
5%h';7°v>/0. l-5mM EDTA> »f L<{i»0. l%b'J^y>/ 
ImM EDTA) ^S^J;J9#«^L, mfzKmM Lfz7 J -^HMft-tK 

mmttm-t &z\t t>m t 0 
Esmmt, m^%&mz£t), nmmKm&zxg.migmi-z^ tram 

*<D?J7(DmmzWtZ^Z>Zttf*SMX>$>t) CM. J. Evans^mi. H. Kaufm 
an, (Nature) ^292^, 154K> 1981^ ; G. R. Martin yny-f 

Proc. Natl. Acad. Sci. U.S.A.) 7634H. 1981^ ; T. C. Doetschman 

7*125;-, mS7m, 27JC. 198530 , ^f^ooE S«^^b$^T#f> ti& 

[0 0 6 5] 
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H2002-363108 ^ ^-v : 71/ 

fc^-r^-r-f^^^^^-^v ? 7s m&mm t tz a v xj^mk^a u s 

DN ASB?iJ £ - 7 £ LfzW>^4 7V ?4 V - > a >mtZ tzlt?- 
7*vT4 >^^*-_Lc9DNAi^iJ^ *-^yx-r zsy^? *-kw8ljz 

^ * * fi^<7)^^<^ d n Avmo&wmmv D-uAwmt^-ry^^-t^tz 
m&n, mttttmm&z-izz *k ^wnDNA^mmtztitzmMfo*? 

ftmLtz^tymzfefSimzitfzm&t hm^imm^^ 
Kmm-f & o ftm § fitzmmtiE^^moD nai^^ -omm t am*j mss 

m L tz^mo D NAffi^r & t ©If*» <b $ tL^> * ^ 9 l&WTfc £ 0 

ffiMtfAMWKmm* tiaz.fc*fkmv>D n ai^ om^^s 

[0 0 6 6] 
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x.-v>7lk\L Mt?L»tcjt-<-c, «^ffi|Wiamx.^J: l)$^(7)DNAli: 

MMZ3&E.~?2>ZtK£ m^WtlkDNA£m't2>**-tr4 ^-Y&XZf^f- 
*f§0JO D N Art^MMb $ *Lfc^ t b Ri?LIf!^JK^ffl^ii. ^H^O D N A 

[0 0 6 7] 

(8 a) *%w<ddn A<DKm*m®% zKmm^&mmtettLxmm ■ ^mt 
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^pS!2 0 0 2 - 3 6 3 1 0 8 ^->? : 73/ 

, «H«®ttjtttt2:jtttu mm**)**?, mm, mmvmtk* t^mtz 
%t^m\,*tbth s ummywrnwi, &j&it&b<D&K% t'tc^^-triti^t 

[0 0 6 8] 

^> m toii, mmm* mmtttmmmmm 

iw»<o±iBffemffitt*»#& 1 0 0$ t < a«j 3 0 %jo±, * o #s l < 
ti&mmzttLxmm • ^m^zmir&vx, mmmiztt-r&^xi&mn* 
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'2002-363108 ^ ^ y : 74/ 



mmmtL^o mmwt v> 

t 9w%& &rr zmmt mMKL t»sm- § 4 0 

fiiffifLSj% OPflx.^ 77K ^"^7^, ^7 

»<b^!»^feii^<ott:ofi:^*t±, &#*j-#u h&^tcj: 

OkgtLT) *>IL*.fc#fc*v>T*±, -B^o^M^tJ^^jO. 1-10 0 
mg, jfiLOiHil. 0~5 0m g> J: L < 1 . 0-20mgt4 

4^iot«4i^ IMl^O)|7mAA (6 0kg 

tLX) *>MtMMtZ&&-r*m** -BKv$W£*m*G0. 0 1~3 0m 
giEfftKlifeO. 1-^2 OmgejK, J:U*EftL<tt^0. l~10m 

[0 0 6 9] 
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^-v: 75/ 



—VMitt (l acZ) . wm&Tfr* 'J7t^7r^ —tfiHS^i fcte^v 7 

*S&9! ODNA^lx - itf5?-efim $ ft fc:£#&BJ3 O D N AmPF£& 

ETK^fttso-e, v-tzVone>f&$L* h a 

tfaHS^P (l a c Z) tf^LTV^M, #5^ #f&IKtf>* 

«it^o tot, ^Jilf, 5-7*n^-4-^nn-3-^>KV;l'- j 8 
WLyJ vK (X-ga l) (Oi^ p—Jf*? 9 \ (D^W t 

Attft (PBS) X-mmk. X-ga l *#trjfefe«-C % S«fcli3 7 

t% &3 0^ftv»tll»BKJS**fe^ tii^lmM EDTA/PBS 

m-TfUtX^o itz, 1$m^\ lacZt3-Kt4mRNA*ttfflLT4 

±B* - - > * « v» T» frft ft** t tz it * <D& it , ±f B L Jfett 
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^-v! 76/ 



[0 0 7 0] 

<ox\ MZ-wmm. mm, m^%m, ikmm, wm, mm, %mm, 
mmm, mm> mmm, =?-gm. m&m, toi> mmm, mmm*tn*&.m 

i±Bi?L»j^ (MAt^ 7'7>, v^;^ w>;K ^"9-^ tyi?, 7?^ 

ft^S:iPfi4t4#^ -fl£lft«A (#16 0kgtU) ©ftftftfi: 
isv^rtt, -Bt:o§i^!|^o. 1-10 Omg, 0* L < Hftl . 0~ 
50mg, J:DffiL<ttfti, 0-2 OmgSWo *»nWK«!#**-S» 



2003-3079286 
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&i&0. 0 1-3 OmgfE ffiL<li»0. 1-2 OmggJS, 
<itmo. 1-1 Omg^*#J|R^tcJ: > 0«:-^-rao*«ff»'fr-C**o ^ 
6 0k g^£l? Ci#l^l^4t^ifc^§* 0 
^^©DNAI&a^l; h«S*L»%li. #$&0JODN A^;::** 
[0 0 7 1] 

2M!ffl#fc*v>T, ti^r^ / i^ tt^T^f^ji^ IUPAC- 
I UB Commission on Biochemical Nomenclature K£2>KI&$>2>WZM&fr 



dna :ft^vy^ai 

c d n a ^iMft^y >; #mm. 

a : rr-y 

t : ^ = > 

G : ^r-> 

c : v > v > 
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RNA 
mRNA 
d ATP 
dTTP 
d GTP 
dCTP 
ATP 
EDTA 
SDS 
G 1 y 
A 1 a 
V a 1 
Leu 
I 1 e 
S e r 
Th r 
C y s 
Me t 
G 1 u 
Asp 
L y s 
A r g 
H i s 
P h e 
T y r 
T r p 
Pro 
A s n 
G 1 n 



h V y h 7 r > 



P G 1 u 
Sec 

[0 0 7 

Me 
E t 
B u 
P h 
TC 
T o s 
CHO 
B z 1 
Cl 2 -Bzl 
Bom 
Z 

C 1 -Z 
B r -Z 
B o c 
DNP 
T r t 
Bum 
Fm o c 
HOB t 
HOOB t 

HONB 
DCC 

[0 0 7 3] 



2 002-363108 



: ■blz/y^f^/ (selenocysteine) 



^-v?: 79/ 



2] 



^Ty*'Jy>-4 (R) -*Jl/^f^ F| 

2, 6-y?nn^y-;ji/ 
^ > y V * )V 

t -yf^y*;i/^-;v 

t - y^^ry^f;v 

1 - 1 Kn^y^vx b y t V— ;v 
3,4-ytKn-3-li Kn*~>- 4 V- 
1,2, 3-^y^/h'J7^> 

N, N' -^>*n^^>;v#;i,sKvM * K 
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FLJ 2 0 5 3 9O75 /^E^U^-To 
VB&m^r : 2 ] 

B£?iJ#-§- : lTi$^7^TOJ^nFLJ 2 0 5 3 9&3-K-*-& 
DNAO^@£yiJ«r^1-o 

m&m^ : 3 ] 

FL J 2 0 5 3 9£n- K1-*£«ifc? **tr DNAOjtim^t. 
tEfll*^: 4] 

h CP 5 0 1 7 7<7>7^^iJ^f 0 
CE8I#^: 5] 

Wfrm^: 4T^$tL^T^ymie^J^1-^>hCP 5 0 l 7 7 ©DNA<9S 
CBW «■ : 6 ] 

h C P 5 0 1 7 7 <D&&mtt*^tsDNA<DMmm*7F-to 

■ mjm^: 7] 
hcpi7623i 9<dt^ ;mMm*m-to 

SB^iJ#-^: 7T?*S*i4T5/»|IJi«:*nhCP 1 7 6 2 3 1 90DNA 
CE?!i## : 9 ] 

hCP1762319 O^IKtfe^^trDNAoaUfcH^IJi^i-o 
CSE^!J#-t : 10] 

FL J 1 3 5 1 5^7^IK?j^f 0 

[E?(l## 111] 

1 0-C*$*Li75y«Sy||ttt4FLJ 13 5 1 5*a-Ki" 

[E?9#^ : 12) 

FLJ13515ln- K*-*£JU«^**trDNA<0«Emj3rf 
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# M 2 0 0 2-3 6 3 1 0 8 _ ^- : 81 



mvm-w: 1 3] 

hmm 2 -cm v» e, ttfe r > ^-t > x * y =r * ^ v * ^ v<Di&mmmzmiro 
(w&m-^ : H] 

15] 

TACT 4 2 7 - A<DT $ ymmmZ7Tsir 0 

tmm^ : i6) 

1 5T^$tL^T5y^ie^ij^^-r^TACT4 2 7-a£3~k 

C@B^J#-^: 17) 

TACT 4 2 7-A2<DT<ymmi)Zm-to 
CS5^iJ#^: 18) 

^|J#^: 1 7^m%ti2>T$ SWimmZm-tZTACT 4 2 7-A2&3- 

C@2?|J## : 19 ) 

TACT4 2 7-Ai3«t^TACT 4 2 7 - A 2 £ K1-&^K&6H^^ 
tf D N A O^g^iJ £ ^ o 

(@e^J#-§- 1 2 0 ) 

TACT4 2 7-BOT^ ymiB^J^^I-o 
CMB^!J#^- : 2 1 ) 

:22) 

TACT 4 2 7-B 2©T^W» 0 
[@e?!J#-^ 12 3) 

mpm^ : 2 2T^$tL^T^ymse^J^^Tl->g>TACT4 27-B2£n- 

mDNA (DM.mm-ZTF'fo 

im^m^r : 2 4 ) 

TACT 4 2 7 -Bi3 J: ACT 4 2 7 - B 2 £ VtZ^MittZ^ 
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12 0 0 2-3 6 3 1 0 8 ^ ^S- -J ; 82/ 

tr D N A ^^SSE^iJ * ^-To 
(@fi?ij#-5§-: 2 5] 

TACT 4 2 7-CO7^ra^t 0 
[@B^lJ#^- : 2 6) 

■t & d n a offiafeiayij * 
C@e^j#-§- : 2.7] 

TACT4 2 7-C2<7)75ym@B?iJ£^lh, 
C@B^'J#^ :28) 

@B3«#: 2 7T^S*L£7^/MSB^J£^1-£TACT4 2 7-C2&3- 
K-T^DNAco^S^iJ^^-to . 

: 2 9 3 

TACT 4 2 7-C^i[FTACT4 2 7-C2^3- Klh&^JHtfz^^ 
tf D N A OtSffi^J £ ^i- 0 

(@5^tJ#-^ 13 0] 

3 -CM ^hfifzy'y^^r- 1 <7>m^@^iJ * o 
[IE?iJ#-5§- : 3 l ) 

CBB?!I#-^ : 3 2 3 

4 tjb ib ttfc ^ v - 3 <z>&nsa?ij £^i- 0 

OEBI** : 3 3 3 

^Jfcfli 4 -effl ttTt y 9 v - 4 omsss^ij * 
C@e^J#-§-: 3 4 3 

5 -VM fitz ~f 7 4 v - 5 <OM&WM Ztf-To 

mmm%: 3 53 

®&<0$mm 4 T-# £ ttfc^^^Escherichia col i T0P10/47427A/pCR-Bl 
untll-TOPOte, 2 0 0 2^12^3H^^«*o<|JfSlTllfttl * 

*n 6 cm** 305-8566) vmsLmwkj&wsmmmxm vm 
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^-fctfgtfM-FERM BP- 8 2 5 3 i LT#K$*LTV^ 0 
^^MM4t?#f>tt^^m#Escherichia coli TOP10/47427B/pCR-Bl 
untll-TOPOJi, 2 0 0 2^12^3BH»o<i^IiTBlfii * 
^^6 (^#-§-3 0 5-8 5 6 6) <^tetr a^AM^#^©F^^ 
£»f£>tr > K^ft#-5§- FERM BP-8 2 5 4 iLt^tltV^ 0 
5 T-f#e>^Lfc^g^m#:Escherichia coli TOP10/47427C/pCR-Bl 
untll-TOPOti, 2002^12^35 ^^JSfLo < fi^jfC 1 TS 1 « 1 * 
**6 3 0 5-8 5 6 6) O^frftfeAjS^SWIft^WSlfcBf 

^flWFR-feV^-fcflFKM-FERM. BP- 8 2 5 5 t LT»tt**LTV** 0 
[0 0 7 4] 

mmmi 

IL^HH8^ iE*9LBNUK4«|^e>»tt$tL^total RNA l 

) , feiw^ii4^ jEKmmkswfrh-tomiitLtitotai rna (^3) 

%U®rt L, oligonucleotide microarray (Human Genome U95A, U95B, U95C, U 
95D, U95E; Affymetrixtt) *m^Xm&=?-5kmm%i*ft<otZo 

$m%m*. AffymetrixttO^#5l§# (Expression analysis technical 
manual) fcflfeofco 9L^«| (lot. 0009-192-00101, lot. 0009-192 

-00120. lot. 0009-192-00153, lot. 0009-192-00178) &Xtm#Ajm (lot. 00 
09-192-00122, lot. 0011-192-01293, lot. 0011-192-01297) kZ^X^tL^fLlE 

mmmm., lE^mmm^it^ (d fu20539»s^ (mm&&: 2) , FLJ20 

539»Jt«fe^T*4hCP50177atfe^ QBft** : 5) , FU20539BJtit^-C 
**hffl7fi2319aH» 06*1*?: 8) »&VK:PUl3515»fiHF- (RBI#* : 1 
1) > fcitf (2) ^^»J4$^{i^»J5Ti#^tt7tTACT427r-Ast'f5 : f- ( 
ie^J#^- : 1 6 ) , TACT427-A2it<2^ (BBW* 118), TACT427-KWr? ( 
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^-v*: 84/ 



mmm^ : 2 1) N TACT427-B2itf2^ (mm^ :23), TACT427-Cit-fz^?- ( 
BSW*: 2 6) ftfetr»=TACW27-C2«fe^ (I5?ij#^ : 2 8) 0$%A;jfi*q* 
fcBStifc (^2^5i^4) o 
[0 0 7 5] 

»1J 



H^»U» (lot. 0009-192-00101) 
A**A»iBUil (lot. 0009-192-00120) 
SLd^Stttt (lot. 0009-192-00153) 
9L^S^fiUtt (lot. 0009-192-00155) 
¥L^A/Mi$fc (lot. 0009-192-00157) 
A^IMtt (lot. 0009-192-00178) 
H^iatt (lot. 0011-192-01284) 



BioClinical Partners ft 
BioClinical Partners ft 
BioClinical Partners & 
BioClinical Partners ft 
BioClinical Partners ft 
BioClinical Partners ft 
BioClinical Partners ft 
BioClinical Partners ft 



^UfiMBM (lot. 0011-192-01287) 

sE1%$imffin (lot. 0008-192-00404) BioClinical Partners ft 

JEftHmmm (lot.0008-192-00422) BioClinical Partners ft 

3E1$9LmnWi (lot. 0009-192-00153) BioClinical Partners ft 

lE^mm.m (lot.0011-192-01286) BioClinical Partners ft 
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1 (lot. 0009-192-00101) 


3.7 




\ (lot. 0009-192-00120) 


9.0 




i (lot. 0009-192-00153) 


2. 1 




! (lot. 0009-192-00155) 


ND 




! (lot. 0009-192-00157) 


0. 54 




; (lot. 0009-192-00178) 


2. 1 




1 (lot. 0011-192-01284) 


ND 




1 (lot. 0011-192-01287) 


ND 




ffl. (lot. 0008-192-00404) 


ND 




M (lot. 0008-192-00422) 


ND 




Wi (lot. 0009-192-00153) 


1.6 




(lot. 0011-192-01286) 


1.2 



iHM^fgiUtteU oligonucleotide microarrayTf£5!j&s 
ND; not detected 
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[*3] 







M5c5n 




l (lot. 0009- 


-192-00122) 


BioClinical Partners ft 




t (lot. 0011- 


-192-01285) 


BioClinical Partners ft 




i (lot. 0011- 


-192-01293) 


BioClinical Partners ft 




\ (lot. 0011- 


-192-01297) 


BioClinical Partners £fc 


TEmm® 


\ (lot. 0009- 


-192-00150) 

X %J U \J\J l U\J / 


R i ffcf* 1 ininal Dartnaro i4* 

uiui/i niiudi rariners xL. 




l (lot. 0009- 


-192-00168) 


BioClinical Partners ft 




i (lot. 0011- 


-192-01283) 


BioClinical Partners ft 


jei$w®m dot. 0011- 


-192-01285) 


BioClinical Partners ft 




l (lot. 0011- 


192-01297) 


BioClinical Partners ft 



[*4l 











l (lot. 0009-192-00122) 


2. 8 . 




t (lot. 0011-192-01285) 


0.67 


Bififvtm 


I (lot. 0011-192-01293) 


1.3 




t (lot. 0011-192-01297) 


1.5 




I (lot. 0009-192-00150) 


ND 


sEftBffl® 


I (lot. 0009-192-00168) 


0.38 


lE^BW^t (lot. 0011-192-01283) 


ND 


JESM 


\ (lot. 0011-192-01285) 


ND 




t (lot. 0011-192-01297) 


ND 



jftfc^S^JgllteU oligonucleotide microarrayr^Jg/O* 
ND; not detected 



86/ 



[0 0 7 6] 
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Ts*V3j>?'{ ~fio 3 > (ATCC) J: >5JBALfcfc M£ 

/h*IHM>6^^ffl^*NCI-H460^, RPMI-1640i£ifc (25mM HEFES^fr) (Invitroge 
n*±) fc*M&#JfiL» (ATCC) *10%Jnx.;fc*g:Hfe-T?J&iSU 1 * «9 4000M 

(1) FLJ20539itfE?- (Efll*^: 2) , FLJ20539B8«^^tr 
h&hWWmmtt 5) , FLJ20539P^®^T-^&&hCP1762319» 

itt Qfiffltt: 8) ^p>jMcflji3515^t- (E3WI-: 1 1) > 33 (2 

) &&0£jfcft|4£ ^li^ife^5-C#?>tt7tTACT427-Aatf5T- : 1 6 

) . TACT427-A2at^ (EEIS-f- 118). TACT427-Bst<5?- (Sfi?!l#-5§- I 2 1 
) „ TACT427-B2itfsT- (E7!l#^ : 23) , TACT427-Citfc^ (E?!l#-^ I 2 6 
) *t>jy f ^TACT427-C2at^f- QS&m%r : 2 8) W?^ Ra- \?ffi&WMt 
^ii3' ^ X-f ^T^^-feVX^'; KSE2FIJ 

(E2«^ : 1 3 ) &l£ftf&, phosphorothioatelL* y rf* * l^f- K£^j&L 
. HPLCiILtiAiii:iv^; (IT> T V rf* ^ K 

-X@E?|J (@E^J#-^: 14) ^I^KphosphorothioatelfcU HPLCfflSLT 
Opti-MEM (Invitrogentfc) T#f^U $ KFuGENE6f« (Roche Diagnostics 

tt) ^4^» te M L//*g*v=r*?i'*?-}?) (Dm^in^tzm^WLimu-v3o 

^^JOt^o tV^^W KO&ifcS?ttl4QnMfc & & <£ d MS L£ 
o ±IB©*#-C!EtC3BWijp*Lfe^ Cell Death Detection ELISAPLUS^ „ > 
(Roche Diagnostics*!) £ffiv>T^ WM7°v h rr -;^^v^±fe^- 1; rfj* ^ v 
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*»£3r*fc2l (P=0.0005) fcj^Lfc (£5) o 
[^5] 







mfsm (a 4 05 -a 492 ) 










0.297 


0.053 




0.764 


0.096 


<E5B W : 1 4 ) 








1.57 


0. 0 9 3 


(S55"JS# : 1 3 ) 







[0 0 7 7] 

r >r± >x * v 9v*+ a q , (1) Hj20539*fe? (Eai# 

■f:: 2) , FLJ20539M^«fs : f--e^>^hCP501775tfK?- (Bfl|#^ : 5) ^ FLJ205 
39MJ|flte^-C**hCP1762319atfeT- : 8) ft «b mcFLJ13515&^ 

(B^l**: 11)^^(2) «ao|tlfc«4*fctt*Jfc«5-C»&*LfeTAC 
T427-A«f5^ (E?>l#-S- : 16) , TACT427-A2stfS^- (E?!l#^ 118), TACT 
427-BM^ (B3I*-? : 2 1 ) , TACT427-B2itf£^ (Eft*? 12 3), TACT4 
(EJW* : 2 6 ) ft V KTACT427-C2»fe^ (Eftl** : 2 8 ) © 

mmm 2^^^ ^/j^j^^^^^ci-h46o * n«g 2 1 n * k 

x ? v 3 > L-Tto * U rf* * V^-^ K^iftO«SiD4tt 1 * ^ fc tj 390/u LtL 

■ 3"*, 5%J«^«»^ 371CT-2 4WW«|«rimiLfc«jCRItea8y Mini T 
otal RNA Kit (QIAGENtt) £tf v> T h - * *KM*ffltt Lfco &7400ng© f - * * 
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0 0 2 - 3 6 3 1 0 8 ^ : 

RNA^r^Mt It, TaqMan Reverse Transcription Reagents (Applied Biosyste 
mstt) $:fflv^TMyn ^-JK:#1/«^Hto/:o h-^;i/RNA^L 

^- : 3 0) * JCT:/?^ ^ - 2 (@B^iJ#-^ 13 1)] tSYBR Green PCR Master 
Mix (Applied Biosystemstt) &fflV^T, (1) FLJ20539*fo^- (SE^JS^ : 2) 
, FLJ20539M^«f5 : f--e^^>hCP50177it^ (@flyiJ#-5§- : 5) , FLJ20539P^it 

^-e$>^hcpi7623i9jt^ 8) 4e>rr*cFui35i5at^p (@e^ij# 

-t : 1 1) , (2) ^0|IM^J4-e#^tt7tTACT427-A«^ (SB^j#-^ 

I 1 6 ) . TACT427-A2«f5^ (S£?iJ#^- : 1 8 ) , TACT427-Bitf5^ (@d?>J#^ 
I 2 1 ) , TACT427-B2^fs^ (Bd?iJ#-^ 12 3). TACT427-C«fe^ (E*J#-* 
: 2 6) &«bmcTACT427-C2iffc?- (@B^iJ#^- : 2 8) If H8c*895feL 

fee 

|WJ*:<7>£#McDNA* *l* /? -r * ^ >mGBFHmM. ^TaqMan /? -act in Con 

trol Reagents (Applied Biosystems*±) ^M^XWi^LP^UU^t Lfz Q T> 
*-te XX d-ztVJr?- K$-^7^7x^y 3 > v>±§^c fi, ±gB10» 

^WKtt (P^0.05) =ar5OTHST#Bi6e>*Lfe 0 a^.'n^t'ja' 

[0 0 7 8] 

4 

t MKfi*Sfi»TACT427-A^ TACT427-A2, TACT427-Bi3 X 0^0X427-82 £ a - 

t bfaMarathon-Ready cDNA (CLONTECHtt) £#IM£ U 2@07 0 v^t- [ 

t^v-3 (§£$»§•: 32) *J:tf:/?>fv-4 (@s^ij#^- : 3 3) ) ^1 
^TPCRRJSSJiffofeo KSlS^*»t*RJEc?tg[Oj|ajSti±fSc DNA 1 1 £ 
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ft* t LT«ffl U PfuTurbo DNA Polymerase (STRATAGENE%t) 6 . 2 5 U. 7 
9^-3 3 2) Sitl^v-4 0BJ»»: S3) 

O^M, dNTPs*2 0 0„M, 8 * OW u Buffer (STRATAGEM) * 5 „ 1 
«x. 50,1 P CRRJSti, 95r • 1*©*. 95T; • 10*k 55 

t; • 30^ 72r • 6*«*<f f **40WM*Lfc. KP CRW6»*KS Pur 
ificatiouKit (QIAGENtt) tflV'tWU*. iivfcZero Blunt TOPO PCR* a 
_- >W , f (l„vitrogerf±) «**C«v>?r9* 3 Y<*9 9 -pCR-Bluntll- 
TOPO (Invitrogentt) ^*n-^Ufc. UWl*™^ 

oj-n-voBWMWfbfca*, 1 6*iWBJ»»: 2 lt« 

c DN AWffi&BeyiJ*** 1 -**^*^" 
BM»» : 3 <«#fc*nja08a8«HM6T««EW»l-ieO»H * * ^2483 

E»* • 3 tt*FLJ20539^fta<S^*E^«l~ 160 * B te * ^83 
~2755*HO«*BM*. EH**: 2 ltt«MBB»!' »* ta ' 3 

TACT427-A/pCR-BluntII-TOP0i:, : 2 l-e*«ft*«M***+*D 

NABf**** * 3 K4TACT427-B/pCR-BluntII-T0P0fc«,#Vt ! to 

5) £-&;£-f £*^:?®* TACT427 - Atl ** L '* : ° 

■91*9: 2 iWMMBWa-WT^WI 0BW»» : 2 
0) i&G-t&f V^^Jt*TACT427-Bt**Lfco 

8 6 C r 9 X 3 rrACT427-A/pCR-BluntII-TOP0^*X « *.fc**W«*«8 
cherichia coli TO P10/47427A/pCR-BluntU-T0P0t . ^9*3 KTACT427-B/pCR- 
BluntII-TOPO^X*tv^BS«*#*E S cherichia coli TOP10/47427B/pCR-Bl 

untll-TOPOfc **HP*t#* Lfc. 

TACT427-B© X 3 y S&lSi^J <■*»#: 2 0) TACT427-AOT 3 J 
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OE^JIH-: 1 5) ©278#g©Arg^GlntC % 825#BOGlu#Lysfc, 826#gOA 
latfProfc* 970»lOVal75»Alat*tL^*t*3ft§*L, 340# B O S e r I, 

TACT427-B*a-K?-SDNA<Btt*EBI (E?iJ#^ : 2 1) Ttt, TACT427-A 
*a-K"t*D-NA«)«l[*K3?g (E3W-^ : 1 6) 0833#B©g#afc, 1482# 
£©g#cfc, 1590#SOa^gH, 2473#BOgtf*aK, 2476#g Ogtfcfc* 2909# 
g Ot^ctC-C-tL-etLg^^ tL, 1015- 10171= g ©agc#^#; LTV^o 

TACT427-A© T 5 y ftE?!l © 1 ~4# g <0 T 5 y ftE L T V » * Bfll E 

*!!#■§■: i 7tc^fo @B?ij#^: i 7 s *is 7 ^ y »sb?ij 5 ^ 

R*TACT427-A2fc^^4 0 TACT427-A2 £ a - K**-&DNAO:BtifeE?!l*E3« 

f : 18 te^-to 

TACT427-B© T 3- y ftE^I © 1 ~4# g 69 T ^ J WSJO^ L T v> £ Efll * E 

?|J##: 2 2^-t 0 e^j#^-: 2 2-c^$tt^T^ymE^J*^l-^^>^°^ 

»«:TACT427-B2ti^fe*r^ 0 TACT427-B2 £ n - K^&DNAOffi3IE^J«rE^J# 

23 Kj^-fo . . . 

TACM27-A*3-Ki-»DNA«)ttMS?!| (B8J»* : 16) tt, HhT^iFLJ 
20539 * 3- Ki-*DNAOttatEW (BHI** : 2) H*fe*v»ffiRItt*^u 
fco Se?iJ#^-: 1 6t?^$itSffi*E^JWl-138#S^J:^889~3072#BO^ 
iie^JCMttli, E*!!*-^: 2^£$*i*^E^<01~138#B*.kO f 139-~2 
322»§ottg|«^|^jktjSu 4rtKWBH»c*v»-c\ 9 9. 3%isJ:^i 0 0%© 
mmi£**tl^tl7Fir 0 FLJ20539£a- Kt4DNAOl63IS?iJ (E?9#^ I 2 
) l±, TACT427-A*3-K«DNAoaifeE3RI (E?iJ#^ : 1 6) ©139-888 
#BKiffiai'*tt*E^«r^CV»'rv>« Zt£*)^ £©E^JteTACT427-AK#^lft 

TACT427-A2, TACT427-Bfe <fc tfTACT427-B2l::ov>T TACT427-Afc|SI^tC > FL 
J20539tc«t*v»ffi|a|tt«r^u ra&fctt&Bjfcfe J: EI^EEIO&Sfc* 

TACT427-A<7)r^y^@B^J (E&»* I 15) C9735~-792#B 2 T<DT $ J ft 
B?iJ> TACT427-A2<7)T^ym@S^J (EM## : 1 7) ©731~788#g f T'<D7 
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^WJ> TACT427-BOT^ymi5^J (@E3W§- : 2 0) <£>734~791#i t T 
OTS/MERU *JJ:OTACT427-B20T5ymSe^I : 2 2) <7>730~7 

87#Bf -eor5ygiE^J»± % HCT^ViK^^^-ytl^ hSMAR 
T (http://smart.embl-heidelberg.de/) fO^^t^ ^ n n/\°— ^-^ v^— -If 

TACT427-AOi^7Ktt , 7 p n^ MH^ [Hi] K N TACT427-A2<7)j^cttyn v MH 
£ CE 2 3 fc, TACT427-B^7Xtt7 p n ^ Mg* C®3 3 fc, TACT427-B2<«7h 

tt^nyngi cm 4] n-etL-rtL^-to 

[0 0 7 9] 

t ^W ? ^m*NCI-H522S*^SmACT427-Ci3J;OTACT427-C2^3- K1" 

h#/Mffl«^^*E^NCI-H522 (ATCC£ f)iA) ^RPMI-1640^% (Invit 
rogerifet) Jc4 : !&ffJflL?»«rlO%*nx.fe*l|fe-Ci&*L. RNeasy Mini Total RNA Kit 
(QIAGENft:) S:ffiv>-Ch-^;VRNA«r«iajLfeo h - *^RNA£#IM fc LT> TaqM 
an Reverse Transcription Reagents (Applied Biosystemstt) ZM^X^tt? 
nh3-^|;fv»Igf^tcDNA^ 0 i^e#f>^cDNA«:iS 
fcU 2«0^7^v- [ 7 ^^ v ^5 (gB^iJ^ : 34) ^i^ 9 ^^ 6 

(EW*: 3 5) 3 »>TPCRaS^ofe 0 «^fc**t&KJ&*C5ift 
W±f2cDNA^It LTttfflU PfuTurbo Hotstart DNA Polymerase (ST 
RATAGENEtt) 2. 5U, 7:7^-5 : 3 4) 3$ X ^7 >f 6 ( 

@B?!l#-^:35) 0^M, d N T P s £ 2 0 0 fi M. £ J: 1>*GC Buf f erl 

(TaKaRatt) 5:10^1 in*., 2 0^1 «>jfcft Lfc c P C RKfBit, 95*0 • 1 
tW£> 95*0 • 30#\ 60"C • 20#. 72°C • 3^<D^^ ? ^^35Ial^«9 &Ltz 0 m 
PCR&mmWZTtfu-xrMZTm^iMlk, MinElute Gel Extraction Ki 
t (QIAGENtt) &tfV»T»RLfc 0 -tt^Zero Blunt T0P0 PCR* n-->^ y 
h (Invitrogentt) OMtj K^V^^* ^ * -pCR-Bluntll-TOPO (Invitr 

ogentt) ^^n-^>^tfc 0 C*tt*»«TOP10lC»XU cDNA^ 
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^12 0 0 2-3 6 3 1 0 8 ^ 

mWtt : 3T*S*t*FU20539^»^^^Joi-l60»g*J: V2483 

' m\z* ti^tium l ^^sse^ij £ , @b^j#^-2 9 : n^t- 0 besw-ji- : 2 6 

■WSttftttaiEW^i-iDNAIIfM-**-*-*^^ 5 K£TACT427-C/pCR-Bl 
untII-T0P0fci&#»tfeo 

^7*3 KTACT427-C/pCR-BluntII-T0P0^#A$^^^@fem#^, Escheric 
hia coli T0P10/47427C/pCR-BluntII-T0P0i:^L/Co 
TACT427-C<7) T ^ y miB^iJ (^#^1 2 5) TACT427-A<£> T 5 J Wtmm 

OSSm&l 1 5) <0491#BOVal5WfetJC, 825#B©Glu)WLysfc, 826#BOA 
laWtofc, 970»BOVal*»AlaK**LWL«fcS*u 340#B©Sen&*fc£LTV» 

TACT427tC*3- Ki-*DNAO«3gE^J (BB8I#^ : 2 6) Tti\ TACT427-A 
Kf* DNAOttlfeKyiJ : 1 6) *>504#B©a#cfc, 939#B 

©a**gfc, 1471#BOg*»aH, 1482#B CDg^clC. 1590#BOari f gfc, 2473#B 
Og#afc\ 24761= BOg^ctC. 2909»BOt**ctc^tL-e'tLfiS|§tt % 1015-1017 
# B Oagc**^^ L T & o 

TACT427-CC0T^ 7^@fi^ij01~4#B ^>T ^ ^WJ^ltv^E^JI 

**t*TACT427-C2fc**-r* 0 TACT427-C2* a- K*SDNA®tt*E8|*E?9 

: 2 8 i:/7to 

TiCM27-C*a-Kt*DNA©ttaHB3?B (E3W* : 2 6) tt, fcbT~f±FLJ 
20539*3- K«DNA<&aaM!H (EBHW : 2) t=*fcWv»ffi|H|ttt^L 
fco SE^IJ#-^-: 2 6T^$tL^m^^!lOl~138#B^j;^886~3069#BOD 
NASlBB^iJ^LTfi, @3?iJ#-^: 2T?«S*t&iiafeK?lloi-138»B^J:Of 
139#B~2322#@co^*@B^J^jSt, 4H»0«aifc*5V*T, 9 9.3%&J:^ 
9 9. 5%©ffintt***L«^1- 0 FLJ205393- Kt*DNAOtt»BfJ (SB 
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12 002-363108 
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2) 14, TACT427-C (E8RH- : 2 6) T?*E$ ft* 139~885#g |c«£ 
^*DNAtt*Eai*&v»TV>*ifcJ: iWJli, TACT427-C£*fc£Kjfc 
EWC**. TACT427-C2Ko^T&, TACT427-Ct R«lJ=FIJ20539»w*4*v»ffi 

TACT427-COT5ymse?iJ (E3W* : 2 5) W34~791#g 2TOE?iJ&J; 
tfTACT427-C2<7>T^Mifi?iJ (E3W* : 2 7) fc730~787#S $ X<omm*, 
fc*i:r^I^>f>^7«»t>f f SMART (http://smart.e m bl-heidel 
berg, de/) T^^T^ n cm'- * * is y *7g-f KtH^nn 

/<- * * v * m®L*n o t *> 0 

TACT427-COJfcKft^n y Ma* CH 5 ) K, TACR27-CO»*ttrn ^ hR|* 

cm 6] 

[0 0 8 0] 

^> mm, w$Mm. &mm, nm, 8?mm, mmm, mmm, baka. 

*>^?n<7>&m.itm.w-?z>z£w&, wu£±mm, *l®, mm, namm 
, &m®, nm, ft®.®* nm®, mm®, w®, mm®, ^®, nm®, ¥ 
tm®, mm®, mmmttzitMmmm^^mo^w • ^mitLx, 

[0 0 8 1] 

SEQUENCE LISTING 
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<110> Takeda Chemical Industries, Ltd. 

<120> Novel protein and preventing and treating agent for cancer 

<130> B02400 

<150> JP2002-240830 

<151> 2002-8-21 

<160> 35 

<210> 1 

<211> 774 

<212> PRT 

<213> Human 

<400> 1 

Met Cys Ala Arg Met Ala Gly Arg Thr Arg Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu His Val 

35 40 45 

Thr Ala Ala Arg Pro Ala Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp 

50 55 60 

Arg Phe Lys Gly Ser Arg His His Thr Thr Leu He Thr Cys His Arg 
65 70 75 80 

Ala Gly Leu Thr Glu Pro Asp Ser Ser Ser Pro Leu Glu Leu Ser Glu 

85 90 95 

Phe Leu Trp Val Asp Phe Val Val Glu Asn Ser Thr Gly Gly Gly Val 

100 105 HO 

Ala Val Thr Arg Pro Val Thr Trp Gin Leu Glu Tyr Pro Gly Gin Ala 

115 120 125 

Pro Glu Ala Glu Lys Asp Lys Met Val Trp Glu He Leu Val Ser Glu 
130 135 140 
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Arg Asp He Arg Ala Leu He Pro Leu Ala Lys Ala Glu Glu Leu Val 
145 150 155 160 

Asn Thr Ala Pro Leu Thr Gly Val Pro Gin His Val Pro Val Arg Leu 

165 170 175 

Val Thr Val Asp Gly Gly Gly Ala Leu Val Glu Val Thr Glu His Val 

180 185 190 

Gly Cys Glu Ser Ala Asn Thr Gin Val Leu Gin Val Ser Glu Ala Cys 

195 200 205 

Asp Ala Val Phe Val Ala Gly Lys Glu Ser Arg Gly Ala Arg Gly Val 

210 215 220 

Arg Val Asp Phe Trp Trp Arg Arg Leu Arg Ala Ser Leu Arg Leu Thr 
225 230 235 240 

Val Trp Ala Pro Leu Leu Pro Leu Arg He Glu Leu Thr Asp Thr Thr 

245 250 255 

Leu Glu Gin Val Arg Gly Trp Arg Val Pro Gly Pro Ala Glu Gly Pro 

260 265 270 

Ala Glu Pro Ala Ala Glu Ala Ser Asp Glu Ala Glu Arg Arg Ala Arg 

275 280 285 

Gly Cys His Leu Gin Tyr Gin Arg Ala Gly Val Arg Phe Leu Ala Pro 

290 295 300 

Phe Ala Ala His Pro Leu Asp Gly Gly Arg Arg Leu Thr His Leu Leu 
305 310 315 320 

Gly Pro Asp Trp Leu Leu Asp Val Ser His Leu Val Ala Pro His Ala 

325 330 335 

Arg Val Leu Asp Ser Arg Val Ala Ser Leu Glu Gly Gly Arg Val Val 

340 345 350 

Val Gly Arg Glu Pro Gly Val Thr Ser He Glu Val Arg Ser Pro Leu 

355 360 365 

Ser Asp Ser He Leu Gly Glu Gin Ala Leu Ala Val Thr Asp Asp Lys 
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370 375 380 

Val Ser Val Leu Glu Leu Arg Val Gin Pro Val Met Gly He Ser Leu 
385 390 395 400 

Thr Leu Ser Arg Gly Thr Ala His Pro Gly Glu Val Thr Ala Thr Cys 

405 410 415 

Tip Ala Gin Ser Ala Leu Pro Ala Pro Lys Gin Glu Val Ala Leu Ser 

420 425 430 

Leu Tip Leu Ser Phe Ser Asp His Thr Val Ala Pro Ala Glu Leu Tyr 

435 440 445 

Asp Arg Arg Asp Leu Gly Leu Ser Val Ser Ala Glu Glu Pro Gly Ala 

450 455 460 

He Leu Pro Ala Glu Glu Gin Gly Ala Gin Leu Gly Val Val Val Ser 
465 470 475 480 

Gly Ala Gly Ala Glu Gly Leu Pro Leu His Val Ala Leu His Pro Pro 

485 490 495 

Glu Pro Cys Arg Arg Gly Arg His Arg Val Pro Leu Ala Ser Gly Thr 

500 505 510 

Ala Trp Leu Gly Leu Pro Pro Ala Ser Thr Pro Ala Pro Ala Leu Pro 

515 520 525 

Ser Ser Pro Ala Trp Ser Pro Pro Ala Thr Glu Ala Thr Met Gly Gly 

530 535 540 

Lys Arg Gin Val Ala Gly Ser Val Gly Gly Asn Thr Gly Val Arg Gly 
545 550 555 560 

Lys Phe Glu Arg Ala Glu Glu Glu Ala Arg Lys Glu Glu Thr Glu Ala 

565 570 575 

Arg Glu Glu Glu Glu Glu Glu Glu Glu Glu Met Val Pro Ala Pro Gin 

580 585 590 

His Val Thr Glu Leu Glu Leu Gly Met Tyr Ala Leu Leu Gly Val Phe 
595 600 605 
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Cys Val Ala He Phe He Phe Leu Val Asn Gly Val Val Phe Val Leu 

610 615 620 

Arg Tyr Gin Arg Lys Glu Pro Pro Asp Ser Ala Thr Asp Pro Thr Ser 
625 630 635 640 

Pro Gin Pro His Asn Trp Val Trp Leu Gly Thr Asp Gin Glu Glu Leu 

645 4 650 655 

Ser Arg Gin Leu Asp Arg Gin Ser Pro Gly Pro Pro Lys Gly Glu Gly 

660 665 670 

Ser Cys Pro Cys Glu Ser Gly Gly Gly Gly Glu Ala Pro Thr Leu Ala 

675 680 685 

Pro Gly Pro Pro Gly Gly Thr Thr Ser Ser Ser Ser Thr Leu Ala Arg 

690 695 700 

Lys Glu Ala Gly Gly Arg Arg Lys Arg Val Glu Phe Val Thr Phe Val 
705 710 715 720 

Pro Ala Pro Pro Ala Gin Ser Pro Glu Glu Pro Val Gly Ala Pro Ala 

725 730 735 

Val Gin Ser He Leu Val Ala Gly Glu Glu Asp He Arg Trp Val Cys 

740 745 750 

Glu Asp Met Gly Leu Lys Asp Pro Glu Glu Leu Arg Asn Tyr Met Glu 

755 760 765 

Arg He Arg Gly Ser Ser 
770 



<210> 2 
<211> 2322 
<212> DNA 
<213> Human 
<400> 2 

atgtgcgcgc ggatggccgg tcgcacaaga gcggcccctc gggggcccta cggcccctgg 60 



mmm 2003-3079286 



12002-3 63 108 



^ — v : 99/ 



ctctgcctcc tggtggccct cgccctggac gtcgtgagag tggactgtgg ccaggctccc 120 
ctggaccctg tctacctgca tgtgacagcc gcccgcccag cccagcccac actctggact. 180 
gccaagctag accgcttcaa gggctccagg caccacacca ccctcatcac ctgccaccgt 240 



gactttgtgg tggagaatag cactggtggg ggcgtagcgg tcactcgccc cgtcacgtgg 360 

cagctggagt acccaggcca ggcccctgaa gcagagaagg acaaaatggt gtgggaaatc 420 

ctggtgtctg agcgggacat cagagccctt atcccactgg ccaaggctga ggagctggtg 480 

aatacagcac cactgactgg agtgccccag catgtccccg tgcgccttgt cactgtggac 540 

ggcggggggg ccttggtgga ggtgacagag catgtcggct gcgagtctgc caacacacag 600 

gtcctgcagg tgtctgaggc ctgtgatgcc gtgttcgtgg ctggcaagga gagccggggc 660 

gcccgggggg tgcgagtgga cttctggtgg cgccggctcc gcgcctcgct gcggctgacc 720 

gtgtgggccc cgctgctacc gctgcgtatc gagctcaccg acaccaccct cgagcaggtc 780 

cgcggctgga gggtacctgg ccctgctgaa gggcctgcgg aacccgctgc agaggcgtca 840 

gatgaggccg agcggcgcgc ccgtggctgc cacctgcagt accagcgggc cggtgtgcgc 900 

ttcctcgccc ccttcgcggc ccacccgctg gacggcggcc gccgcctcac gcacctgctt 960 

ggccccgact ggctgctaga cgtgtcccac ctcgtggcgc cacacgcccg cgtgctggac 1020 

tcgcgtgtag cctctctgga gggtggccgt gtcgtggtgg gccgggagcc cggtgtcacc 1080 

tccattgagg tgcgttcccc actgtctgac tccatcctgg gggagcaggc gctggctgtg 1140 

acggacgaca aggtctcagt gctggagctg agggtgcagc cagtgatggg catctcgctg 1200 

accttgagcc ggggcactgc ccaccccggg gaggtcacag ctacgtgctg ggcacagtca 1260 

gcccttcccg ccccaaagca ggaggtggcc ctctccctat ggctgtcctt ctctgatcac 1320 

actgtggccc cagctgagct ctacgaccgc cgtgacctgg gactgtccgt ctcagccgag 1380 

gagcctggtg ccatcctgcc agctgaggag cagggtgccc agctcggggt ggtggtgagt 1440 

ggggcaggcg ccgaggggct gccgctgcat gtggctctgc acccgcccga gccctgccgc 1500 

cggggccgcc accgtgtgcc tctggcctct ggcaccgcct ggctggggct gccccctgcc 1560 

tccactccag cccctgctct cccatccagc cctgcttgga gcccaccagc cacagaagcc 1620 

accatgggtg gtaaacggca ggtggcaggc agtgtcgggg gcaacacagg tgtgaggggc 1680 

aagtttgagc gggcagagga ggaggccagg aaggaggaga ccgaagccag ggaggaggag 1740 

gaggaagagg aggaggagat ggtccctgcc cctcagcatg tcactgagct agagctgggc 1800 



gctgggctca cagagccaga ttccagcagt ccccttgaac tgtctgagtt cctatgggtg 



300 
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atgtacgccc tgctgggagt cttctgcgtg gccatcttca tcttcttggt caatggtgtg 1860 

gtcttcgtcc tgcgctatca gcgcaaagaa cctcccgaca gtgccactga ccccacctcc 1920 

ccccagcccc acaactgggt ctggctgggc actgaccagg aggaactgag ccgccagctg 1980 

gaccggcagt cccctggccc gcccaagggg gaggggagct gcccctgtga gagtggggga 2040 

ggaggggagg cccctaccct ggcccctggc cctcctgggg gcaccaccag ctcctcaagc 2100 

accctggccc gaaaggaggc tggggggcgg cggaagcgag tagagtttgt gacatttgtg 2160 

ccagcccctc cagcccagtc acctgaggag cctgtagggg cccctgctgt gcagtccatc 2220 

cttgtggcag gcgaggagga catccgctgg gtgtgtgagg acatggggct gaaggaccct 2280 

gaggagcttc gcaactacat ggagaggatc cggggcagct cc 2322 



<210> 3 
<211> 2755 
<212> DNA 
<213> Human 
<400> 3 

attgtctggg aattgcagcc gcggggcggg cggcggcggc ggcggcggcg gccgggaccc 60 

agcgggccag gtggggacgg cgcggagcgg gtgcgggaga tgccgtgcgg gactggggcc 120 

acctgagccg cccgcctcgt ccccgccttc tgtgggaagg atgtgcgcgc ggatggccgg 180 

tcgcacaaga gcggcccctc gggggcccta cggcccctgg ctctgcctcc tggtggccct 240 

cgccctggac gtcgtgagag tggactgtgg ccaggctccc ctggaccctg tctacctgca 300 

tgtgacagcc gcccgcccag cccagcccac actctggact gccaagctag accgcttcaa 360 

gggctccagg caccacacca ccctcatcac ctgccaccgt gctgggctca cagagccaga 420 

ttccagcagt ccccttgaac tgtctgagtt cctatgggtg gactttgtgg tggagaatag 480 

cactggtggg ggcgtagcgg tcactcgccc cgtcacgtgg cagctggagt acccaggcca 540 

ggcccctgaa gcagagaagg acaaaatggt gtgggaaatc ctggtgtctg agcgggacat 600 

cagagccctt atcccactgg ccaaggctga ggagctggtg aatacagcac cactgactgg 660 

agtgccccag catgtccccg tgcgccttgt cactgtggac ggcggggggg ccttggtgga 720 

ggtgacagag catgtcggct gcgagtctgc caacacacag gtcctgcagg tgtctgaggc 780 

ctgtgatgcc gtgttcgtgg ctggcaagga gagccggggc gcccgggggg tgcgagtgga 840 
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cttctggtgg cgccggctcc gcgcctcgct gcggctgacc gtgtgggccc cgctgctacc 900 

gctgcgtatc gagctcaccg acaccaccct cgagcaggtc cgcggctgga gggtacctgg 960 

ccctgctgaa gggcctgcgg aacccgctgc agaggcgtca gatgaggccg agcggcgcgc 1020 

ccgtggctgc cacctgcagt accagcgggc cggtgtgcgc ttcctcgccc ccttcgcggc 1080 

ccacccgctg gacggcggcc gccgcctcac gcacctgctt ggccccgact ggctgctaga 1140 

cgtgtcccac ctcgtggcgc cacacgcccg cgtgctggac tcgcgtgtag cctctctgga 1200 

gggtggccgt gtcgtggtgg gccgggagcc cggtgtcacc tccattgagg tgcgttcccc 1260 

actgtctgac tccatcctgg gggagcaggc gctggctgtg acggacgaca aggtctcagt 1320 

gctggagctg agggtgcagc cagtgatggg catctcgctg accttgagcc ggggcactgc 1380 

ccaccccggg gaggtcacag ctacgtgctg ggcacagtca gcccttcccg ccccaaagca 1440 

ggaggtggcc ctctccctat ggctgtcctt ctctgatcac actgtggccc cagctgagct 1500 

ctacgaccgc cgtgacctgg gactgtccgt ctcagccgag gagcctggtg ccatcctgcc 1560 

agctgaggag cagggtgccc agctcggggt ggtggtgagt ggggcaggcg ccgaggggct 1620 

gccgctgcat gtggctctgc acccgcccga gccctgccgc cggggccgcc accgtgtgcc 1680 

tctggcctct ggcaccgcct ggctggggct gccccctgcc tccactccag cccctgctct 1740 

cccatccagc cctgcttgga gcccaccagc cacagaagcc accatgggtg gtaaacggca 1800 

ggtggcaggc agtgtcgggg gcaacacagg tgtgaggggc aagtttgagc gggcagagga 1860 

ggaggccagg aaggaggaga ccgaagccag ggaggaggag gaggaagagg aggaggagat 1920 

ggtccctgcc cctcagcatg tcactgagct agagctgggc atgtacgccc tgctgggagt 1980 

cttctgcgtg gccatcttca tcttcttggt caatggtgtg gtcttcgtcc tgcgctatca 2040 

gcgcaaagaa cctcccgaca gtgccactga ccccacctcc ccccagcccc acaactgggt 2100 

ctggctgggc actgaccagg aggaactgag ccgccagctg gaccggcagt cccctggccc 2160 

gcccaagggg gaggggagct gcccctgtga gagtggggga ggaggggagg cccctaccct 2220 

ggcccctggc cctcctgggg gcaccaccag ctcctcaagc accctggccc gaaaggaggc 2280 

tggggggcgg cggaagcgag tagagtttgt gacatttgtg ccagcccctc cagcccagtc 2340 

acctgaggag cctgtagggg cccctgctgt gcagtccatc cttgtggcag gcgaggagga 2400 

catccgctgg gtgtgtgagg acatggggct gaaggaccct gaggagcttc gcaactacat 2460 

ggagaggatc cggggcagct cctgaccctc cacagccacc tggtcagcca ccagctgggg 2520 

caacgagggt ggaggtccca ctgagcctct cgcctgcccc cgccactcgt ctggtgcttg 2580 
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ttgatccaag tcccctgcct ggtcccccac aaggactccc atccaggccc cctctgccct 2640 
gccccttgtc atggaccatg gtcgtgagga agggctcatg ccccttattt atgggaacca 2700 



<210> 4 
<211> 909 
<212> PRT 
<213> Human 
<400> 4 

Met Cys Ala Arg Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala 

35 40 45 

Ala Leu Glu Leu Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val 

50 55 60 

Gly His Tyr Pro Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr 
65 70 75 80 

Phe Leu Leu Leu Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala 

85 90 95 

Ser Tyr Pro Pro Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr 

100 105 110 

Glu Pro His Gin Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val 

115 120 125 

Glu Ala Ala Val Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His 

130 135 140 

Leu Lys Gly Gin Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala 
145 150 155 160 



tctcattcta acagaataaa ccgagaagga aaccagaaaa 



aaaaaaaaaa aaaaa 



2755 
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Arg Leu His Ala Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg 

16 5 170 175 

Phe Gin Pro Ser Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser 

180 185 190 

His Trp Phe Ser Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr 

195 200 205 

Leu Glu Pro Ala Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu 

210 215 220 

Asn Asp Pro Gly Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg 
225 230 235 240 

Pro Ala Asp Pro Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val 

245 250 255 

Thr Leu Arg Val Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser 

260 265 270 

Ala Thr Leu Leu Leu Arg His Asn Phe Thr Ala Ser Leu Leu Thr Leu 

275 280 285 

Arg He Lys Val Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala 

290 295 300 

Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg 
305 310 315 320 

His His Thr Thr Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro 

325 330 335 

Asp Ser Ser Pro Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val 

340 345 350 

Val Glu Asn Ser Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr 
355 360 365 

Trp Gin Leu Glu Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys 
370 375 380 

Met Val Trp Glu He Leu Val Ser Glu Arg Asp He Arg Ala Leu He 
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385 390 395 400 

Pro Leu Ala Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly 

405 410 415 

Val Pro Gin His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly 

420 425 430 

Ala Leu Val Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr 

435 440 445 

Gin Val Leu Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly 

450 455 460 

Lys Glu Ser Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg 
465 470 475 480 

Arg Leu Arg Ala Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu Pro 

485 490 495 

Leu Arg He Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp 

500 505 510 

Arg Val Pro Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala 

515 520 525 

Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin 

530 535 540 

Arg Ala Gly Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp 
545 550 555 560 

Gly Gly Arg Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp 

565 570 575 

Val Ser His Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val 

580 585 590 

Ala Ser Leu Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val 

595 . 600 605 

Thr Ser He Glu Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu 
610 615 620 
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Gin Ala Leu Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg 
625 630 635 640 

Val Gin Pro Val Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala 

645 650 655 

His Pro Gly Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro 

660 ' 665 670 

Ala Pro Lys Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp 

675 680 685 

His Thr Val Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu 

690 695 700 

Ser Val Ser Ala Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu Gin 
705 710 715 720 

Gly Ala Gin Leu Gly Val Val His Val Thr Glu Leu Glu Leu Gly Met 

725 730 735 

Tyr Ala Leu Leu Gly Val Phe Cys Val Ala He Phe He Phe Leu Val 

740 745 750 

Asn Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro Pro Asp 

755 760 765 

Ser Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val Trp Leu 

770 775 780 

Gly Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin Ser Pro 
785 790 795 800 

Gly Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly Gly Gly 

805 810 815 

Gly Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr Thr Ser 

820 825 830 

Ser Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg Lys Arg 

835 840 845 

Val Glu Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser Pro Glu 
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850 855 860 

Glu Pro Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala Gly Glu 
865 870 875 880 

Glu Asp He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp Pro Glu 

885 890 895 

Glu Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
900 905 

<210> 5 : 
<211> 2727 
<212> DNA 
<213> Human 
<400> 5 

atgtgcgcgc ggatggccgg tcgcacaaca gcggcccctc gggggcccta cggcccctgg 
ctctgcctcc tggtggccct cgccctggac gtcgtgagag tggactgtgg ccaggctccc 120 
ctggaccctg tctacctgcc ggcagccctg gagctcctag acgcccctga acacttccgt 
gtgcagcagg tgggccacta cccacctgcc aactcctctc tgagctcccg atctgagacc 
tttctgctcc tacagccctg gcccagggcc cagccacttc tccgggcctc ctacccacct 
tttgccactc agcaggtggt cccccctcga gtcactgagc cccaccaacg gccagtccca 
tgggacgtgc gggccgtttc agtggaagcg gctgtgactc cagcagagcc ctacgcccgg 420 
gttctcttcc acctcaaagg gcaggattgg ccaccagggt ctggcagcct gccctgtgcc 480 
cggctccatg ccacacaccc tgccggcact gctcaccaag cctgccgctt ccagccatcc 540 
ctgggcgcct gcgtggtgga gctggagctt ccctcgcact ggttctcaca ggcctccacc 600 
acacgggccg agctggccta cacgcttgag cctgcagctg agggccctgg gggctgtggc 660 
tccggcgagg agaacgaccc tggggagcag gccctcccag tggggggtgt ggagctgcgc 720 
ccagcagacc ccccgcagta ccaggaggta cctctggacg aggctgtgac tctgcgggtg 780 
cctgacatgc cagtgcggcc cggccagctc tttagtgcta ccctcctgct tcggcacaac 840 
ttcacagcca gcctcctgac cctgcggatc aaggtgaaga aggggctgca tgtgacagcc 900 
gcccgcccag cccagcccac actctggact gccaagctgg accgcttcaa gggctccagg 960 



180 
240 
300 
360 
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caccacacca ccctcatcac ctgccaccgt gctgggctca cagagccaga ttccagtccc 1020 
cttgaactgt ctgagttcct atgggtggac tttgtggtgg agaatagcac tggtgggggc 1080 
gtagcggtca ctcgccccgt cacgtggcag ctggagtacc caggccaggc ccctgaagca 1140 
gagaaggaca aaatggtgtg ggaaatcctg gtgtctgagc gggacatcag agcccttatc 1200 
ccactggcca aggctgagga gctggtgaat acagcaccac tgactggagt gccccagcat 12.60 
gtccccgtgc gccttgtcac tgtggacggc gggggggcct tggtggaggt gacagagcat 1320 
gtcggctgcg agtctgccaa cacacaggtc ctgcaggtgt ctgaggcctg tgatgccgtg 1380 
ttcgtggctg gcaaggagag ccggggcgcc cggggggtgc gagtggactt ctggtggcgc 1440 
cggctccgcg cctcgctgcg gctgaccgtg tgggcccccc tgctaccgct gcgtatcgag 1500 
ctcaccgaca ccaccctcga gcaggtccgc ggctggaggg tacctggccc tgctgaaggg 1560 
cctgcggaac ccgctgcaga ggcgtcggat gaggccgagc ggcgcgcccg tggctgccac 1620 
ctgcagtacc agcgggccgg tgtgcgcttc ctcgccccct tcgcggccca cccgctggac 1680 
ggcggccgcc gcctcacgca cctgcttggc cccgactggc tgctagacgt gtcccacctc 1740 
gtggcgccac acgcccgcgt gctggactcg cgtgtagcct ctctggaggg tggccgtgtc 1800 
gtggtgggcc gggagcccgg tgtcacctcc attgaggtgc gttccccact gtctgactcc 1860 
atcctggggg agcaggcgct ggctgtgacg gacgacaagg tctcagtgct ggagctgagg 1920 
gtgcagccag tgatgggcat ctcgctgacc ttgagccggg gcactgccca ccccggggag 1980 
gtcacagcta cgtgctgggc acagtcagcc cttcccgccc caaagcagga ggtggccctc 2040 
tccctatggc tgtccttctc tgatcacact gtggccccag ctgagctcta cgaccgccgt 2100 
gacctgggac tgtccgtctc agccgaggag cctggtgcca tcctgccagc tgaggagcag 2160 
ggtgcccagc tcggggtggt gcatgtcact gagctagagc tgggcatgta cgccctgctg 2220 
ggagtcttct gcgtggccat cttcatcttc ttggtcaatg gtgtggtctt cgtcctgcgc 2280 
tatcagcgca aagaacctcc cgacagtgcc actgacccca cctcccccca gccccacaac 2340 
tgggtctggc tgggcactga ccaggaggaa ctgagccgcc agctggaccg gcagtcccct 2400 
ggcccgccca agggggaggg gagctgcccc tgtgagagtg ggggaggagg ggaggcccct 2460 
accctggccc ctggccctcc tgggggcacc accagctcct caagcaccct ggcccgaaag 2520 
gaggctgggg ggcggcggaa gcgagtagag tttgtgacat ttgcgccagc ccctccagcc 2580 
cagtcacctg aggagcctgt aggggcccct gctgtgcagt ccatccttgt ggcaggcgag 2640 
gaggacatcc gctgggtgtg tgaggacatg gggctgaagg accctgagga gcttcgcaac 2700 
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<210> 6 
<211> 2778 
<212> DNA 
<213> Human 
<400> 6 

ctggggccac ctgagccgcc cgcctcgtcc ccgccttctg tgggaaggat gtgcgcgcgg 60 

atggccggtc gcacaacagc ggcccctcgg gggccctacg gcccctggct ctgcctcctg 120 

gtggccctcg ccctggacgt cgtgagagtg gactgtggcc aggctcccct ggaccctgtc 180 

tacctgccgg cagccctgga gctcctagac gcccctgaac acttccgtgt gcagcaggtg 240 

ggccactacc cacctgccaa ctcctctctg agctcccgat ctgagacctt tctgctccta 300 

cagccctggc ccagggccca gccacttctc cgggcctcct acccaccttt tgccactcag 360 

caggtggtcc cccctcgagt cactgagccc caccaacggc cagtcccatg ggacgtgcgg 420 

gccgtttcag tggaagcggc tgtgactcca gcagagccct acgcccgggt tctcttccac 480 

ctcaaagggc aggattggcc accagggtct ggcagcctgc cctgtgcccg gctccatgcc 540 

acacaccctg ccggcactgc tcaccaagcc tgccgcttcc agccatccct gggcgcctgc 600 

gtggtggagc tggagcttcc ctcgcactgg ttctcacagg cctccaccac acgggccgag 660 

ctggcctaca cgcttgagcc tgcagctgag ggccctgggg gctgtggctc cggcgaggag 720 

aacgaccctg gggagcaggc cctcccagtg gggggtgtgg agctgcgccc agcagacccc 780 

ccgcagtacc aggaggtacc tctggacgag gctgtgactc tgcgggtgcc tgacatgcca 840 

gtgcggcccg gccagctctt tagtgctacc ctcctgcttc ggcacaactt cacagccagc 900 

ctcctgaccc tgcggatcaa ggtgaagaag gggctgcatg tgacagccgc ccgcccagcc 960 

cagcccacac tctggactgc caagctggac cgcttcaagg gctccaggca ccacaccacc 1020 

ctcatcacct gccaccgtgc tgggctcaca gagccagatt ccagtcccct tgaactgtct 1080 

gagttcctat gggtggactt tgtggtggag aatagcactg gtgggggcgt agcggtcact 1140 

cgccccgtca cgtggcagct ggagtaccca ggccaggccc ctgaagcaga gaaggacaaa 1200 

atggtgtggg aaatcctggt gtctgagcgg gacatcagag cccttatccc actggccaag 1260 

gctgaggagc tggtgaatac agcaccactg actggagtgc cccagcatgt ccccgtgcgc 1320 
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cttgtcactg tggacggcgg gggggccttg gtggaggtga cagagcatgt cggctgcgag 1380 
tctgccaaca cacaggtcct gcaggtgtct gaggcctgtg atgccgtgtt cgtggctggc 1440 
aaggagagcc ggggcgcccg gggggtgcga gtggacttct ggtggcgccg gctccgcgcc 1500 
tcgctgcggc tgaccgtgtg ggcccccctg ctaccgctgc gtatcgagct caccgacacc 1560 
accctcgagc aggtccgcgg ctggagggta cctggccctg ctgaagggcc tgcggaaccc 1620 
gctgcagagg cgtcggatga ggccgagcgg cgcgcccgtg gctgccacct gcagtaccag 1680 
cgggccggtg tgcgcttcct cgcccccttc gcggcccacc cgctggacgg cggccgccgc 1740 
ctcacgcacc tgcttggccc cgactggctg ctagacgtgt cccacctcgt ggcgccacac 1800 

gcccgcgtgc tggactcgcg tgtagcctct ctggagggtg gccgtgtcgt ggtgggccgg 1860 

gagcccggtg tcacctccat tgaggtgcgt tccccactgt ctgactccat cctgggggag 1920 

caggcgctgg ctgtgacgga cgacaaggtc tcagtgctgg agctgagggt gcagccagtg 1980 

atgggcatct cgctgacctt gagccggggc actgcccacc ccggggaggt cacagctacg 2040 

tgctgggcac agtcagccct tcccgcccca aagcaggagg tggccctctc cctatggctg 2100 

tccttctctg atcacactgt ggccccagct gagctctacg accgccgtga cctgggactg 2160 

tecgtctcag ccgaggagcc tggtgccatc ctgccagctg aggagcaggg tgcccagctc 2220 

ggggtggtgc atgtcactga gctagagctg ggcatgtacg ccctgctggg agtcttctgc 2280 

gtggccatct tcatcttctt ggtcaatggt gtggtcttcg tcctgcgcta tcagcgcaaa 2340 

gaacctcccg acagtgccac tgaccccacc tccccccagc cccacaactg ggtctggctg 2400 

ggcactgacc aggaggaact gagccgccag ctggaccggc agtcccctgg cccgcccaag 2460 

ggggagggga gctgcccctg tgagagtggg ggaggagggg aggcccctac cctggcccct 2520 

ggccctcctg ggggcaccac cagctcctca agcaccctgg cccgaaagga ggctgggggg 2580 

cggcggaagc gagtagagtt tgtgacattt gcgccagccc ctccagccca gtcacctgag 2640 

gagcctgtag gggcccctgc tgtgcagtcc atccttgtgg caggcgagga ggacatccgc 2700 

tgggtgtgtg aggacatggg gctgaaggac cctgaggagc ttcgcaacta catggagagg 2760 

atccggggca gctcctga 977 « 



<210> 7 



<211> 594 



<212> PRT 
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<213> Human 
<400> 7 

Met Cys Ala Arg Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Gly Leu His Val Thr 

35 40 45 

Ala Ala Arg Pro Ala Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp Arg 

50 55 60 

Phe Lys Gly Ser Arg His His Thr Thr Leu He Thr Cys His Arg Ala 
65 70 75 80 

Gly Leu Thr Glu Pro Asp Ser Ser Ser Pro Leu Glu Leu Ser Glu Phe 

85 90 95 

Leu Trp Val Asp Phe Val Val Glu Asn Ser Thr Gly Gly Gly Val Ala 

100 105 110 

Val Thr Arg Pro Val Thr Trp Gin Leu Glu Tyr Pro Gly Gin Ala Pro 

115 120 125 

Glu Ala Glu Lys Asp Lys Met Val Trp Glu He Leu Val Ser Glu Arg 

130 135 140 

Asp He Arg Ala Leu He Pro Leu Ala Lys Ala Glu Glu Leu Val Asn 
145 150 155 160 

Thr Ala Pro Leu Thr Gly Val Pro Gin His Val Pro Val Arg Leu Val 

165 170 175 

Thr Val Asp Gly Gly Gly Ala Leu Val Glu Val Thr Glu His Val Gly 

180 185 190 

Cys Glu Ser Ala Asn Thr Gin Val Leu Gin Val Ser Glu Ala Cys Asp 

195 200 205 

Ala Val Phe Val Ala Gly Lys Glu Ser Arg Gly Ala Arg Gly Val Arg 



^-v: no/ 
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210 215 220 

Val Asp Phe Trp Trp Arg Arg Leu Arg Ala Ser Leu Arg Leu Thr Val 
225 230 235 240 

Trp Ala Pro Leu Leu Pro Leu Arg He Glu Leu Thr Asp Thr Thr Leu 

245 250 255 

Glu Gin Val Arg Gly Trp Arg Val Pro Gly Pro Ala Glu Gly Pro Ala 

260 265 270 

Glu Pro Ala Ala Glu Ala Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly 

275 280 285 

Cys His Leu Gin Tyr Gin Arg Ala Gly Val Arg Phe Leu Ala Pro Phe 

290 295 300 

Ala Ala His Pro Leu Asp Gly Gly Arg Arg Leu Thr His Leu Leu Gly 
305 310 315 320 

Pro Asp Trp Leu Leu Asp Val Ser His Leu Val Ala Pro His Ala Arg 

325 330 335 

Val Leu Asp Ser Arg Val Ala Ser Leu Glu Gly Gly Arg Val Val Val 

340 345 350 

Gly Arg Glu Pro Gly Val Thr Ser He Glu Val Arg Ser Pro Leu Ser 

355 360 365 

Asp Ser He Leu Gly Glu Gin Ala Leu Ala Val Thr Asp Asp Lys Val 

370 375 380 

Ser Val Leu Glu Leu Arg Val Gin Pro Val Met Gly He Ser Leu Thr 
385 390 395 400 

Leu Ser Arg Gly Thr Ala His Pro Gly Glu Val Thr Ala Thr Cys Trp 

405 410 415 

Ala Gin Ser Ala Leu Pro Ala Pro Lys Gin Glu Val Ala Leu Ser Leu 

420 425 430 

Trp Leu Ser Phe Ser Asp His Thr Val Ala Pro Ala Glu Leu Tyr Asp 
435 440 445 
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Arg Arg Asp Leu Gly Leu Ser Val Ser Ala Glu Glu Pro Gly Ala He 

450 455 460 

Leu Pro Ala Glu Glu Gin Gly Ala Gin Leu Gly Val Val Val Ser Gly 
465 .470 475 480 

Ala Gly Ala Glu Gly Leu Pro Leu His Val Ala Leu His Pro Pro Glu 

485 490 495 

Pro Cys Arg Arg Gly Arg His Arg Val Pro Leu Ala Ser Gly Thr Ala 

500 505 510 

Tip Leu Gly Leu Pro Pro Ala Ser Thr Pro Ala Pro Ala Leu Pro Ser 

515 520 525 

Ser Pro Ala Trp Ser Pro Pro Ala Thr Glu Ala Thr Met Gly Gly Lys 

530 535 540 

Arg Gin Val Ala Gly Ser Val Gly Gly Asn Thr Gly Val Arg Gly Lys 
545 550 555 560 

Phe Glu Arg Ala Glu Glu Glu Ala Arg Lys Glu Glu Thr Glu Ala Arg 

565 570 575 

Asp Gly Gly Gly Gly Arg Gly Gly Gly Asp Gly Pro Cys Pro Ser Ala 
580 585 590 

Cys His 



<210> 8 
<211> 1782 
<212> DNA 
<213> Human 
<400> 8 

atgtgcgcgc ggatggccgg tcgcacaaca gcggcccctc gggggcccta cggcccctgg 60 
ctctgcctcc tggtggccct cgccctggac gtcgtgagag tggactgtgg ccaggctccc 120 
ctggaccctg ggctgcatgt gacagccgcc cgcccagccc agcccacact ctggactgcc 180 
aagctggacc gcttcaaggg ctccaggcac cacaccaccc tcatcacctg ccaccgtgct 240 
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gggctcacag agccagattc cagcagtccc cttgaactgt ctgagttcct atgggtggac 300 
tttgtggtgg agaatagcac tggtgggggc gtagcggtca ctcgccccgt cacgtggcag 360 
ctggagtacc caggccaggc ccctgaagca gagaaggaca aaatggtgtg ggaaatcctg 420 

gtgtctgagc gggacatcag agcccttatc ccactggcca aggctgagga gctggtgaat 480 

acagcaccac tgactggagt gccccagcat gtccccgtgc gccttgtcac tgtggacggc 540 

gggggggcct tggtggaggt gacagagcat gtcggctgcg agtctgccaa cacacaggtc 600 

ctgcaggtgt ctgaggcctg tgatgccgtg ttcgtggctg gcaaggagag ccggggcgcc 660 

cggggggtgc gagtggactt ctggtggcgc cggctccgcg cctcgctgcg gctgaccgtg 720 

tgggcccccc tgctaccgct gcgtatcgag ctcaccgaca ccaccctcga gcaggtccgc 780 

ggctggaggg tacctggccc tgctgaaggg cctgcggaac ccgctgcaga ggcgtcggat 840 

gaggccgagc ggcgcgcccg tggctgccac ctgcagtacc agcgggccgg tgtgcgcttc 900 

ctcgccccct tcgcggccca cccgctggac ggcggccgcc gcctcacgca cctgcttggc 960 

cccgactggc tgctagacgt gtcccacctc gtggcgccac acgcccgcgt gctggactcg 1020 

cgtgtagcct ctctggaggg tggccgtgtc gtggtgggcc gggagcccgg tgtcacctcc 1080 

attgaggtgc gttccccact gtctgactcc atcctggggg agcaggcgct ggctgtgacg 1140 

gacgacaagg tctcagtgct ggagctgagg gtgcagccag tgatgggcat ctcgctgacc 1200 

ttgagccggg gcactgccca ccccggggag gtcacagcta cgtgctgggc acagtcagcc 1260 

cttcccgccc caaagcagga ggtggccctc tccctatggc tgtccttctc tgatcacact 1320 

gtggccccag ctgagctcta cgaccgccgt gacctgggac tgtccgtctc agccgaggag 1380 

cctggtgcca tcctgccagc tgaggagcag ggtgcccagc tcggggtggt ggtgagtggg 1440 

gcaggcgccg aggggctgcc gctgcatgtg gctctgcacc cgcccgagcc ctgccgccgg 1500 

ggccgccacc gtgtgcctct ggcctctggc accgcctggc tggggctgcc ccctgcctcc 1560 

actccagccc ctgctctccc atccagccct gcttggagcc caccagccac agaagccacc 1620 

atgggtggta aacggcaggt ggcaggcagt gtcgggggca acacaggtgt gaggggcaag 1680 

tttgagcggg cagaggagga ggccaggaag gaggagaccg aagccaggga cggaggagga 1740 

ggaagaggag gaggagatgg tccctgcccc tcagcatgtc ac 1782 



<210> 9 
<211> 2735 



ffifEijf 2003-3079286 
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<212> DNA 
<213> Human 
<400> 9 

attgtctggg aattgcagcc gcggggcggg cggcggcggc ggcggcggcg gccgggaccc 60 

agcgggccag gtggggacgg cgcggagcgg gtgcgggaga tgccgtgcgg gactggggcc 120 

acctgagccg cccgcctcgt ccccgccttc tgtgggaagg atgtgcgcgc ggatggccgg 180 

tcgcacaaca gcggcccctc gggggcccta cggcccctgg ctctgcctcc tggtggccct 240 

cgccctggac gtcgtgagag tggactgtgg ccaggctccc ctggaccctg ggctgcatgt 300 

gacagccgcc cgcccagccc agcccacact ctggactgcc aagctggacc gcttcaaggg 360 

ctccaggcac cacaccaccc tcatcacctg ccaccgtgct gggctcacag agccagattc 420 

cagcagtccc cttgaactgt ctgagttcct atgggtggac tttgtggtgg agaatagcac 480 

tggtgggggc gtagcggtca ctcgccccgt cacgtggcag ctggagtacc caggccaggc 540 

ccctgaagca gagaaggaca aaatggtgtg ggaaatcctg gtgtctgagc gggacatcag 600 

agcccttatc ccactggcca aggctgagga gctggtgaat acagcaccac tgactggagt 660 

gccccagcat gtccccgtgc gccttgtcac tgtggacggc gggggggcct tggtggaggt 720 

gacagagcat gtcggctgcg agtctgccaa cacacaggtc ctgcaggtgt ctgaggcctg 780 

tgatgccgtg ttcgtggctg gcaaggagag ccggggcgcc cggggggtgc gagtggactt 840 

ctggtggcgc cggctccgcg cctcgctgcg gctgaccgtg tgggcccccc tgctaccgct 900 

gcgtatcgag ctcaccgaca ccaccctcga gcaggtccgc ggctggaggg tacctggccc 960 

tgctgaaggg cctgcggaac ccgctgcaga ggcgtcggat gaggccgagc ggcgcgcccg 1020 

tggctgccac ctgcagtacc agcgggccgg tgtgcgcttc ctcgccccct tcgcggccca 1080 

cccgctggac ggcggccgcc gcctcacgca cctgcttggc cccgactggc tgctagacgt 1140 

gtcccacctc gtggcgccac acgcccgcgt gctggactcg cgtgtagcct ctctggaggg 1200 

tggccgtgtc gtggtgggcc gggagcccgg tgtcacctcc attgaggtgc gttccccact 1260 

gtctgactcc atcctggggg agcaggcgct ggctgtgacg gacgacaagg tctcagtgct 1320 

ggagctgagg gtgcagccag tgatgggcat ctcgctgacc ttgagccggg gcactgccca 1380 

ccccggggag gtcacagcta cgtgctgggc acagtcagcc cttcccgccc caaagcagga 1440 

ggtggccctc tccctatggc tgtccttctc tgatcacact gtggccccag ctgagctcta 1500 

cgaccgccgt gacctgggac tgtccgtctc agccgaggag cctggtgcca tcctgccagc 1560 
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tgaggagcag ggtgcccagc tcggggtggt ggtgagtggg gcaggcgccg aggggctgcc 1620 

gctgcatgtg gctctgcacc cgcccgagcc ctgccgccgg ggccgccacc gtgtgcctct 1680 

ggcctctggc accgcctggc tggggctgcc ccctgcctcc actccagccc ctgctctccc 1740 

atccagccct gcttggagcc caccagccaq agaagccacc atgggtggta aacggcaggt 1800 

ggcaggcagt gtcgggggca acacaggtgt gaggggcaag tttgagcggg cagaggagga 1860 

ggccaggaag gaggagaccg aagccaggga cggaggagga ggaagaggag gaggagatgg 1920 

tccctgcccc tcagcatgtc actgagctag agctgggcat gtacgccctg ctgggagtct 1980 

tctgcgtggc catcttcatc ttcttggtca atggtgtggt cttcgtcctg cgctatcagc 2040 

gcaaagaacc tcccgacagt gccactgacc ccacctcccc ccagccccac aactgggtct 2100 

ggctgggcac tgaccaggag gaactgagcc gccagctgga ccggcagtcc cctggcccgc 2160 

ccaaggggga ggggagctgc ccctgtgaga gtgggggagg aggggaggcc cctaccctgg 2220 

cccctggccc tcctgggggc accaccagct cctcaagcac cctggcccga aaggaggctg 2280 

gggggcggcg gaagcgagta gagtttgtga catttgcgcc agcccctcca gcccagtcac 2340 

ctgaggagcc tgtaggggcc cctgctgtgc agtccatcct tgtggcaggc gaggaggaca 2400 

tccgctgggt gtgtgaggac atggggctga aggaccctga ggagcttcgc aactacatgg 2460 

agaggatccg gggcagctcc tgaccctcca cagccacctg gtcagccacc agctggggca 2520 

acgagggtgg aggtcccact gagcctctcg cctgcccccg ccactcgtct ggtgcttgtt 2580 

gatccaagtc ccctgcctgg tcccccacaa ggactcccat ccaggccccc tctgccctgc 2640 

cccttgtcat ggaccatggt cgtgaggaag ggctcatgcc ccttatttat gggaaccatt 2700 

tcattctaac agaataaacc gagaaggaaa ccaga 2735 

<210> 10 
<211> 639 
<212> PRT 
<213> Human 
<400> 10 

Met Val Trp Glu He Leu Val Ser Glu Arg Asp He Arg Ala Leu He 

5 10 15 

Pro Leu Ala Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly 
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20 25 30 

Val Pro Gin His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly 

35 40 45 

Ala Leu Val Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr 

50 55 60 

Gin Val Leu Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly 
65 70 75 80 

Lys Glu Ser Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg 

85 90 95 

Arg Leu Arg Ala Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu Pro 

100 105 110 

Leu Arg He Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp 

115 120 125 

Arg Val Pro Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala 

130 135 140 

Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin 
145 150 155 160 

Arg Ala Gly Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp 

165 170 175 

Gly Gly Arg Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp 

180 185. 190 

Val Ser His Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val 

195 200 205 

Ala Ser Leu Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val 

210 215 220 

Thr Ser He Glu Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu 
225 230 235 240 

Gin Ala Leu Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg 
245 250 255 
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Val Gin Pro Val Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala 

260 265 270 

His Pro Gly Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro 

275 280 285 

Ala Pro Lys Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp 

290 295 300 

His Thr Val Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu 
305 310 315 320 

Ser Val Ser Ala Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu Gin 

325 330 335 

Gly Ala Gin Leu Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu 

340 345 350 

Pro Leu His Val Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg 

355 360 365 

His Arg Val Pro Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro 

370 375 380 

Ala Ser Thr Pro Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro 
385 390 395 400 

Pro Ala Thr Glu Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser 

405 410 415 

Val Gly Gly Asn Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu 

420 425 430 

Glu Ala Arg Lys Glu Glu Thr Lys Ala Arg Glu Glu Glu Glu Glu Glu 

435 440 445 

Glu Glu Glu Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu 

450 455 460 

Gly Met Tyr Ala Leu Leu Gly Val Phe Cys Val Ala He Phe He Phe 
465 470 475 480 

Leu Val Asn Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro 
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485 490 495 

Pro Asp Ser Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val 

500 505 5X0 

Trp Leu Gly Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin 

515 520 525 

Ser Pro Gly Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly 
530 535 540 

Gly Gly Gly Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr 
545 550 555 560 

Thr Ser Ser Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg 

565 570 575 

Lys Arg Val Glu Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser 

580 585 590 

Pro Glu Glu Pro Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala 

595 600 605 

Gly Glu Glu Asp He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp 

610 615 620 

Pro Glu Glu Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
625 630 . 635 

<210> 11 
<211> 1917 
<212> DNA 
<213> Human 
<400> 11 

atggtgtggg aaatcctggt gtctgagcgg gacatcagag cccttatccc actggccaag 60 
gctgaggagc tggtgaatac agcaccactg actggagtgc cccagcatgt ccccgtgcgc 120 
cttgtcactg tggacggcgg gggggccttg gtggaggtga cagagcatgt cggctgcgag 180 
tctgccaaca cacaggtcct gcaggtgtct gaggcctgtg atgccgtgtt cgtggctggc 240 
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aaggagagcc ggggcgcccg gggggtgcga gtggacttct ggtggcgccg gctccgcgcc 300 

tcgctgcggc tgaccgtgtg ggcccccctg ctaccgctgc gtatcgagct caccgacacc 360 

accctcgagc aggtccgcgg ctggagggta cctggccctg ctgaagggcc tgcggaaccc 420 

gctgcagagg cgtcggatga ggccgagcgg cgcgcccgtg gctgccacct gcagtaccag 480 

cgggccggtg tgcgcttcct cgcccccttc gcggcccacc cgctggacgg cggccgccgc 540 

ctcacgcacc tgcttggccc cgactggctg ctagacgtgt cccacctcgt ggcgccacac 600 

gcccgcgtgc tggactcgcg tgtagcctct ctggagggtg gccgtgtcgt ggtgggccgg 660 

gagcccggtg tcacctccat tgaggtgcgt tccccactgt ctgactccat cctgggggag 720 

caggcgctgg ctgtgacgga cgacaaggtc tcagtgctgg agctgagggt gcagccagtg 780 

atgggcatct cgctgacctt gagccggggc actgcccacc ccggggaggt cacagctacg 840 

tgctgggcac agtcagccct tcccgcccca aagcaggagg tggccctctc cctatggctg 900 

tccttctctg atcacactgt ggccccagct gagctctacg accgccgtga cctgggactg 960 

tccgtctcag ccgaggagcc tggtgccatc ctgccagctg aggagcaggg tgcccagctc 1020 

ggggtggtgg tgagtggggc aggcgccgag gggctgccgc tgcatgtggc tctgcacccg 1080 

cccgagccct gccgccgggg ccgccaccgt gtgcctctgg cctctggcac cgcctggctg 1140 

gggctgcccc ctgcctccac tccagcccct gctctcccat ccagccctgc ttggagccca 1200 

ccagccacag aagccaccat gggtggtaaa cggcaggtgg caggcagtgt cgggggcaac 1260 

acaggtgtga ggggcaagtt tgagcgggca gaggaggagg ccaggaagga ggagaccaaa 1320 

gccagggagg aggaggagga agaggaggag gagatggtcc ctgcccctca gcatgtcact 1380 

gagctagagc tgggcatgta cgccctgctg ggagtcttct gcgtggccat cttcatcttc 1440 

ttggtcaatg gtgtggtctt cgtcctgcgc tatcagcgca aagaacctcc cgacagtgcc 1500 

actgacccca cctcccccca gccccacaac tgggtctggc tgggcactga ccaggaggaa 1560 

ctgagccgcc agctggaccg gcagtcccct ggcccgccca agggggaggg gagctgcccc 1620 

tgtgagagtg ggggaggagg ggaggcccct accctggccc ctggccctcc tgggggcacc 1680 

accagctcct caagcaccct ggcccgaaag gaggctgggg ggcggcggaa gcgagtagag 1740 

tttgtgacat ttgcgccagc ccctccagcc cagtcacctg aggagcctgt aggggcccct 1800 

gctgtgcagt ccatccttgt ggcaggcgag gaggacatcc gctgggtgtg tgaggacatg 1860 

gggctgaagg accctgagga gcttcgcaac tacatggaga ggatccgggg cagctcc 1917 
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<210> 12 
<211> 2235 
<212> DNA 
<213> Human 
<400> 12 

cactcgcccc gtcacgtggc agctggagta cccaggccag gcccctgaag cagagaagga 60 

caaaatggtg tgggaaatcc tggtgtctga gcgggacatc agagccctta tcccactggc 120 

caaggctgag gagctggtga atacagcacc actgactgga gtgccccagc atgtccccgt 180 

gcgccttgtc actgtggacg gcgggggggc cttggtggag gtgacagagc atgtcggctg 240 

cgagtctgcc aacacacagg tcctgcaggt gtctgaggcc tgtgatgccg tgttcgtggc 300 

tggcaaggag agccggggcg cccggggggt gcgagtggac ttctggtggc gccggctccg 360 

cgcctcgctg cggctgaccg tgtgggcccc cctgctaccg ctgcgtatcg agctcaccga 420 

caccaccctc gagcaggtcc gcggctggag ggtacctggc cctgctgaag ggcctgcgga 480 

acccgctgca gaggcgtcgg atgaggccga gcggcgcgcc cgtggctgcc acctgcagta 540 

ccagcgggcc ggtgtgcgct tcctcgcccc cttcgcggcc cacccgctgg acggcggccg 600 

ccgcctcacg cacctgcttg gccccgactg gctgctagac gtgtcccacc tcgtggcgcc 660 

acacgcccgc gtgctggact cgcgtgtagc ctctctggag ggtggccgtg tcgtggtggg 720 

ccgggagccc ggtgtcacct ccattgaggt gcgttcccca ctgtctgact ccatcctggg 780 

ggagcaggcg ctggctgtga cggacgacaa ggtctcagtg ctggagctga gggtgcagcc 840 

agtgatgggc atctcgctga ccttgagccg gggcactgcc caccccgggg aggtcacagc 900 

tacgtgctgg gcacagtcag cccttcccgc cccaaagcag gaggtggccc tctccctatg 960 

gctgtccttc tctgatcaca ctgtggcccc agctgagctc tacgaccgcc gtgacctggg 1020 

actgtccgtc tcagccgagg agcctggtgc catcctgcca gctgaggagc agggtgccca 1080 

gctcggggtg gtggtgagtg gggcaggcgc cgaggggctg ccgctgcatg tggctctgca 1140 

cccgcccgag ccctgccgcc ggggccgcca ccgtgtgcct ctggcctctg gcaccgcctg 1200 

gctggggctg ccccctgcct ccactccagc ccctgctctc ccatccagcc ctgcttggag 1260 

cccaccagcc acagaagcca ccatgggtgg taaacggcag gtggcaggca gtgtcggggg 1320 

caacacaggt gtgaggggca agtttgagcg ggcagaggag gaggccagga aggaggagac 1380 

caaagccagg gaggaggagg aggaagagga ggaggagatg gtccctgccc ctcagcatgt 1440 
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cactgagcta gagctgggca tgtacgccct gctgggagtc ttctgcgtgg ccatcttcat 1500 

cttcttggtc aatggtgtgg tcttcgtcct gcgctatcag cgcaaagaac ctcccgacag 1560 

tgccactgac cccacctccc cccagcccca caactgggtc tggctgggca ctgaccagga 1620 

ggaactgagc cgccagctgg accggcagtc ccctggcccg cccaaggggg aggggagctg 1680 

cccctgtgag agtgggggag gaggggaggc ccctaccctg gcccctggcc ctcctggggg 1740 

caccaccagc tcctcaagca ccctggcccg aaaggaggct ggggggcggc ggaagcgagt 1800 

agagtttgtg acatttgcgc cagcccctcc agcccagtca cctgaggagc ctgtaggggc 1860 

ccctgctgtg cagtccatcc ttgtggcagg cgaggaggac atccgctggg tgtgtgagga 1920 

catggggctg aaggaccctg aggagcttcg caactacatg gagaggatcc ggggcagctc 1980 

ctgaccctcc acagccacct ggtcagccac cagctggggc aacgagggtg gaggtcccac 2040 

tgagcctctc gcctgccccc gccactcgtc tggtgcttgt tgatccaagt cccctgcctg 2100 

gtcccccaca aggactccca tccaggcccc ctctgccctg ccccttgtca tggaccatgg 2160 

tcgtgaggaa gggctcatgc cccttattta tgggaaccat ttcattctaa cagaataaac 2220 

cgagaaggaa accag 2235 

<210> 13 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Designed oligonucleotide 
<400> 13 

agaccacacc attgaccaag 20 

<210> 14 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Designed oligonucleotide 
<400> 14 

gaaccagtta ccacaccaga 20 

<210> 15 
<211> 1024 
<212> PRT 
<213> Human 
<400> 15 

Met Cys Ala Arg Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala 

35 40 45 

Ala Leu Glu Leu Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val 

50 55 60 

Gly His Tyr Pro Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr 
65 70 75 80 

Phe Leu Leu Leu Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala 

85 90 95 

Ser Tyr Pro Pro Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr 

100 105 110 

Glu Pro His Gin Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val 

115 120 125 

Glu Ala Ala Val Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His 

130 135 140 

Leu Lys Gly Gin Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala 
145 150 155 160 
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Arg Leu His Ala Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg 

165 170 175 

Phe Gin Pro Ser Leu Gly Ala Cys Val Val Glu Leu Glu Uu Pro Ser 

180 185 190 

His Trp Phe Ser Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr 

195 200 205 

Leu Glu Pro Ala Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu 

210 215 220 

Asn Asp Pro Gly Glu Gin Ala Uu Pro Val Gly Gly Val Glu Uu Arg 
225 230 235 240 

Pro Ala Asp Pro Pro Gin Tyr Gin Glu Val Pro Uu Asp Glu Ala Val 

24 5 250 255 

Thr Uu Arg Val Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser 

260 265 270 

Ala Thr Leu Uu Leu Arg His Asn Phe Thr Ala Ser Uu Leu Thr Leu 

275 280 285 

Arg He Lys Val Lys Lys Gly Uu His Val Thr Ala Ala Arg Pro Ala 

29 0 295 300 

Gin Pro Thr Uu Trp Thr Ala Lys Uu Asp Arg Phe Lys Gly Ser Arg 
305 310 315 320 

His His Thr Thr Uu He Thr Cys His Arg Ala Gly Uu Thr Glu Pro 

325 330 335 

Asp Ser Ser Ser Pro Leu Glu Uu Ser Glu Phe Leu Trp Val Asp Phe 

340 345 350 

Val Val Glu Asn Ser Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val 

355 360 365 

Thr Trp Gin Uu Glu Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp 

370 375 3 8 o 

Lys Met Val Trp Glu He Uu Val Ser Glu Arg Asp He Arg Ala Uu 
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385 390 395 400 

He Pro Leu Ala Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr 

405 410 415 

Gly Val Pro Gin His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly 

420 425 430 . 

Gly Ala Leu Val Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn 

435 440 445 

Thr Gin Val Leu Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala 
450 455 460 

Gly Lys Glu Ser Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp 
465 470 475 480 

Arg Arg Leu Arg Ala Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu 

485 490 495 

Pro Leu Arg He Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly 

500 505 510 

Trp Arg Val Pro Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu. 

515 520 525 

Ala Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr 

530 535 540 

Gin Arg Ala Gly Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu 
545 550 555 560 

Asp Gly Gly Arg Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu 

565 570 575 

Asp Val Ser His Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg 

580 585 590 

Val Ala Ser Leu Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly 

595 600 605 

Val Thr Ser He Glu Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly 
610 615 620 
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Glu Gin Ala Leu Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu 
625 630 635 640 

Arg Val Gin Pro Val Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr 

645 650 655 

Ala His Pro Gly Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu 

660 665 670 

Pro Ala Pro Lys Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser 

675 680 685 

Asp His Thr Val Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly 

690 695 700 

Leu Ser Val Ser Ala Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu 
705 710 715 720 

Gin Gly Ala Gin Leu Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly 

725 730 735 

Leu Pro Leu His Val Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly 

740 745 750 

Arg His Arg Val Pro Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro 

755 760 765 

Pro Ala Ser Thr Pro Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser 

. 770 775 780 

Pro Pro Ala Thr Glu Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly 
785 790 795 800 

Ser Val Gly Gly Asn Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu 

805 810 815 

Glu Glu Ala Arg Lys Glu Glu Thr Glu Ala Arg Glu Glu Glu Glu Glu 

820 825 830 

Glu Glu Glu Glu Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu 

835 840 845 

Leu Gly Met Tyr Ala Leu Leu Gly Val Phe Cys Val Ala He Phe He 
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850 855 860 

Phe Leu Val Asn Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu 
865 870 875 880 

Pro Pro Asp Ser Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp 

885 890 895 

Val Trp Leu Gly Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg 

900 905 910 

Gin Ser Pro Gly Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser 

915 920 925 

Gly Gly Gly Gly Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly 

930 935 940 

Thr Thr Ser Ser Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg 
945 950 955 960 

Arg Lys Arg Val Glu Phe Val Thr Phe Val Pro Ala Pro Pro Ala Gin 

965 970 975 

Ser Pro Glu Glu Pro Val Gly Ala Pro Ala Val Gin Ser He Leu Val 

980 985 990 

Ala Gly Glu Glu Asp He Arg Trp Val Cys Glu Asp Met Gly Leu Lys 

995 1000 1005 

Asp Pro Glu Glu Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 1020 

<210> 16 
<211> 3072 
<212> DNA 
<213> Human 
<400> 16 

atgtgcgcgc ggatggccgg tcgcacaaca gcggcccctc gggggcccta cggcccctgg 60 
ctctgcctcc tggtggccct cgccctggac gtcgtgagag tggactgtgg ccaggctccc 120 
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ctggaccctg tctacctgcc ggcagccctg gagctcctag acgcccctga acacttccgt 180 
gtgcagcagg tgggccacta cccacctgcc aactcctctc tgagctcccg atctgagacc 240 
tttctgctcc tacagccctg gcccagggcc cagccacttc tccgggcctc ctacccacct 300 
tttgccactc agcaggtggt cccccctcga gtcactgagc cccaccaacg gccagtccca 360 
tgggacgtgc gggccgtttc agtggaagcg gctgtgactc cagcagagcc ctacgcccgg 420 
gttctcttcc acctcaaagg gcaggattgg ccaccagggt ctggcagcct gccctgtgcc 480 
cggctccatg ccacacaccc tgcaggcact gctcaccaag cctgccgctt ccagccatcc 540 
ctgggcgcct gcgtggtgga gctggagctt ccctcgcact ggttctcaca ggcctccacc 600 
acacgggccg agctggccta cacgcttgag cctgcagctg agggccctgg gggctgtggc 660 
tccggcgagg agaacgaccc tggggagcag gccctcccag tggggggtgt ggagctgcgc 720 
ccagcagacc ccccgcagta ccaggaggta cctctggacg aggctgtgac tctgcgggtg 780 
cctgacatgc cagtgcggcc cggccagctc tttagtgcta ccctcctgct tcggcacaac 840 
ttcacagcca gcctcctgac cctgcggatc aaggtgaaga aggggctgca tgtgacagcc 900 
gcccgcccag cccagcccac actctggact gccaagctag accgcttcaa gggctccagg 960 
caccacacca ccctcatcac ctgccaccgt gctgggctca cagagccaga ttccagcagt 1020 
ccccttgaac tgtctgagtt cctatgggtg gactttgtgg tggagaatag cactggtggg 1080 
ggcgtagcgg tcactcgccc cgtcacgtgg cagctggagt acccaggcca ggcccctgaa 1140 
gcagagaagg acaaaatggt gtgggaaatc ctggtgtctg agcgggacat cagagccctt 1200 
atcccactgg ccaaggctga ggagctggtg aatacagcac cactgactgg agtgccccag 1260 
catgtccccg tgcgccttgt cactgtggac ggcggggggg ccttggtgga ggtgacagag 1320 
catgtcggct gcgagtctgc caacacacag gtcctgcagg tgtctgaggc ctgtgatgcc 1380 
gtgttcgtgg ctggcaagga gagccggggc gcccgggggg tgcgagtgga cttctggtgg 1440 
cgccggctcc gcgcctcgct gcggctgacc gtgtgggccc cgctgctacc gctgcgtatc 1500 
gagctcaccg acaccaccct cgagcaggtc cgcggctgga gggtacctgg ccctgctgaa 1560 
gggcctgcgg aacccgctgc agaggcgtca gatgaggccg agcggcgcgc ccgtggctgc 1620 
cacctgcagt accagcgggc cggtgtgcgc ttcctcgccc ccttcgcggc ccacccgctg 1680 
gacggcggcc gccgcctcac gcacctgctt ggccccgact ggctgctaga cgtgtcccac 1740 
ctcgtggcgc cacacgcccg cgtgctggac tcgcgtgtag cctctctgga gggtggccgt 1800 
gtcgtggtgg gccgggagcc cggtgtcacc tccattgagg tgcgttcccc actgtctgac 1860 
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tccatcctgg gggagcaggc gctggctgtg acggacgaca aggtctcagt gctggagctg 1920 

agggtgcagc cagtgatggg catctcgctg accttgagcc ggggcactgc ccaccccggg 1980 

gaggtcacag ctacgtgctg ggcacagtca gcccttcccg ccccaaagca ggaggtggcc 2040 

ctctccctat ggctgtcctt ctctgatcac actgtggccc cagctgagct ctacgaccgc 2100 

cgtgacctgg gactgtccgt ctcagccgag gagcctggtg ccatcctgcc agctgaggag 2160 

cagggtgccc agctcggggt ggtggtgagt ggggcaggcg ccgaggggct gccgctgcat 2220 

gtggctctgc acccgcccga gccctgccgc cggggccgcc accgtgtgcc tctggcctct 2280 

ggcaccgcct ggctggggct gccccctgcc tccactccag cccctgctct cccatccagc 2340 

cctgcttgga gcccaccagc cacagaagcc accatgggtg gtaaacggca ggtggcaggc 2400 

agtgtcgggg gcaacacagg tgtgaggggc aagtttgagc gggcagagga ggaggccagg 2460 

aaggaggaga ccgaagccag ggaggaggag gaggaagagg aggaggagat ggtccctgcc 2520 

cctcagcatg tcactgagct agagctgggc atgtacgccc tgctgggagt cttctgcgtg 2580 

gccatcttca tcttcttggt caatggtgtg gtcttcgtcc tgcgctatca gcgcaaagaa 2640 

cctcccgaca gtgccactga ccccacctcc ccccagcccc acaactgggt ctggctgggc 2700 

actgaccagg aggaactgag ccgccagctg gaccggcagt cccctggccc gcccaagggg 2760 

gaggggagct gcccctgtga gagtggggga ggaggggagg cccctaccct ggcccctggc 2820 

cctcctgggg gcaccaccag ctcctcaagc accctggccc gaaaggaggc tggggggcgg 2880 

cggaagcgag tagagtttgt gacatttgtg ccagcccctc cagcccagtc acctgaggag 2940 

cctgtagggg cccctgctgt gcagtccatc cttgtggcag gcgaggagga catccgctgg 3000 

gtgtgtgagg acatggggct gaaggaccct gaggagcttc gcaactacat ggagaggatc 3060 

cggggcagct cc 30?2 

<210> 17 
<211> 1020 
<212> PRT 
<213> Human 
<400> 17 

Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro Tyr Gly Pro Trp 



5 



10 



15 
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Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val Arg Val Asp Cys 

20 25 30 

Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala Ala Leu Glu Leu 

35 40 45 

Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val Gly His Tyr Pro 

50 55 60 

Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr Phe Leu Leu Leu 
65 70 75 80 

Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala Ser Tyr Pro Pro 

85 90 95 

Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr Glu Pro His Gin 

100 105 110 

Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val Glu Ala Ala Val 

115 120 125 

Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His Leu Lys Gly Gin 

130 135 140 

Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala Arg Leu His Ala 
145 150 155 160 

Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg Phe Gin Pro Ser 

165 170 175 

Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser His Trp Phe Ser 

180 185 190 

Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr Leu Glu Pro Ala 

195 200 205 

Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu Asn Asp Pro Gly 

210 215 220 

Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg Pro Ala Asp Pro 
225 230 235 240 

Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val Thr Leu Arg Val 
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24 5 250 255 

Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser Ala Thr Leu Leu 

260 265 270 

Leu Arg His Asn Phe Thr Ala Ser Leu Leu Thr Leu Arg He Lys Val 

275 280 285 

Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala Gin Pro Thr Leu 

290 295 300 

Tip Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg His His Thr Thr 
305 310 315 320 

Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro Asp Ser Ser Ser 

325 330 335 

Pro Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val Val Glu Asn 

340 345 350 

Ser Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr Trp Gin Leu 

355 360 365 

Glu Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys Met Val Trp 

370 375 380 

Glu He Leu Val Ser Glu Arg Asp He Arg Ala Leu He Pro Leu Ala 
385 390 395 400 

Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly Val Pro Gin 

405 410 415 

His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly Ala Leu Val 

420 425 430 

Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr Gin Val Leu 

435 440 445 

Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly Lys Glu Ser 

450 455 460 

Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg Arg Leu Arg 
465 470 475 480 
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Ala Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu Pro Leu Arg He 

485 490 495 

Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp Arg Val Pro 

500 505 510 

Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala Ser Asp Glu 

515 520 525 

Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin Arg Ala Gly 

530 535 540 

Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp Gly Gly Arg 
545 550 555 560 

Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp Val Ser His 

565 570 575 

Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val Ala Ser Leu 

580 585 590 

Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val Thr Ser He 

595 600 605 

Glu Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu Gin Ala Leu 

610 615 620 

Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg Val Gin Pro 
62 5 630 635 640 

Val Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala His Pro Gly 

545 650 655 

Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro Ala Pro Lys 

660 665 670 

Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp His Thr Val 

675 680 685 

Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu Ser Val Ser 

690 695 700 

Ala Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu Gin Gly Ala Gin 



WfE# 2003-3079286 



2 002-363108 



^—V: 132/ 



705 710 715 720 

Leu Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu Pro Leu His 

725 730 735 

Val Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg His Arg Val 

740 745 750 

Pro Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro Ala Ser Thr 

755. 760 765 • 

Pro Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro Pro Ala Thr 

770 775 780 

Glu Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser Val Gly Gly 
785 790 795 800 

Asn Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu Glu Ala Arg 

805 810 815 

Lys Glu Glu Thr Glu Ala Arg Glu Glu Glu Glu Glu Glu Glu Glu Glu 

820 825 830 

Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu Gly Met Tyr 

835 840 845 

Ala Leu Leu Gly Val Phe Cys Val Ala He Phe He Phe Leu Val Asn 

850 855 860 

Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro Pro Asp Ser 
865 870 875 880 

Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val Trp Leu Gly 

885 890 895 

Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin Ser Pro Gly 

900 905 910 

Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly Gly Gly Gly 

915 920 925 

Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr Thr Ser Ser 
930 935 940 
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Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg Lys Arg Val 
945 950 955 960 

Glu Phe Val Thr Phe Val Pro Ala Pro Pro Ala Gin Ser Pro Glu Glu 

965 970 975 

Pro Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala Gly Glu Glu 

980 985 990 

Asp He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp Pro Glu Glu 

995 1000 1005 

Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 1020 

<210> 18 
<211> 3060 
<212> DNA 
<213> Human 
<400> 18 

atggccggtc gcacaacagc ggcccctcgg gggccctacg gcccctggct ctgcctcctg 
gtggccctcg ccctggacgt cgtgagagtg gactgtggcc aggctcccct ggaccctgtc 
tacctgccgg cagccctgga gctcctagac gcccctgaac acttccgtgt gcagcaggtg 
ggccactacc cacctgccaa ctcctctctg agctcccgat ctgagacctt tctgctccta 240 
cagccctggc ccagggccca gccacttctc cgggcctcct acccaccttt tgccactcag 300 
caggtggtcc cccctcgagt cactgagccc caccaacggc cagtcccatg ggacgtgcgg 360 
gccgtttcag tggaagcggc tgtgactcca gcagagccct acgcccgggt tctcttccac 420 
ctcaaagggc aggattggcc accagggtct ggcagcctgc cctgtgcccg gctccatgcc 480 
acacaccctg caggcactgc tcaccaagcc tgccgcttcc agccatccct gggcgcctgc 540 
gtggtggagc tggagcttcc ctcgcactgg ttctcacagg cctccaccac acgggccgag 600 
ctggcctaca cgcttgagcc tgcagctgag ggccctgggg gctgtggctc cggcgaggag 660 
aacgaccctg gggagcaggc cctcccagtg gggggtgtgg agctgcgccc agcagacccc 720 
ccgcagtacc aggaggtacc tctggacgag gctgtgactc tgcgggtgcc tgacatgcca 780 



60 
120 
180 
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gtgcggcccg gccagctctt tagtgctacc ctcctgcttc ggcacaactt cacagccagc 840 

ctcctgaccc tgcggatcaa ggtgaagaag gggctgcatg tgacagccgc ccgcccagcc 900 

cagcccacac tctggactgc caagctagac cgcttcaagg gctccaggca ccacaccacc 960 

ctcatcacct gccaccgtgc tgggctcaca gagccagatt ccagcagtcc ccttgaactg 1020 

tctgagttcc tatgggtgga ctttgtggtg gagaatagca ctggtggggg cgtagcggtc 1080 

actcgccccg tcacgtggca gctggagtac ccaggccagg cccctgaagc agagaaggac 1140 

aaaatggtgt gggaaatcct ggtgtctgag cgggacatca gagcccttat cccactggcc 1200 

aaggctgagg agctggtgaa tacagcacca ctgactggag tgccccagca tgtccccgtg 1260 

cgccttgtca ctgtggacgg cgggggggcc ttggtggagg tgacagagca tgtcggctgc 1320 

gagtctgcca acacacaggt cctgcaggtg tctgaggcct gtgatgccgt gttcgtggct 1380 

ggcaaggaga gccggggcgc ccggggggtg cgagtggact tctggtggcg ccggctccgc 1440 

gcctcgctgc ggctgaccgt gtgggccccg ctgctaccgc tgcgtatcga gctcaccgac 1500 

accaccctcg agcaggtccg cggctggagg gtacctggcc ctgctgaagg gcctgcggaa 1560 

cccgctgcag aggcgtcaga tgaggccgag cggcgcgccc gtggctgcca cctgcagtac 1620 

cagcgggccg gtgtgcgctt cctcgccccc ttcgcggccc acccgctgga cggcggccgc 1680 

cgcctcacgc acctgcttgg ccccgactgg ctgctagacg tgtcccacct cgtggcgcca 1740 

cacgcccgcg tgctggactc gcgtgtagcc tctctggagg gtggccgtgt cgtggtgggc 1800 

cgggagcccg gtgtcacctc cattgaggtg cgttccccac tgtctgactc catcctgggg 1860 

gagcaggcgc tggctgtgac ggacgacaag gtctcagtgc tggagctgag ggtgcagcca 1920 

gtgatgggca tctcgctgac cttgagccgg ggcactgccc accccgggga ggtcacagct 1980 

acgtgctggg cacagtcagc ccttcccgcc ccaaagcagg aggtggccct ctccctatgg 2040 

ctgtccttct ctgatcacac tgtggcccca gctgagctct acgaccgccg tgacctggga 2100 

ctgtccgtct cagccgagga gcctggtgcc atcctgccag ctgaggagca gggtgcccag 2160 

ctcggggtgg tggtgagtgg ggcaggcgcc gaggggctgc cgctgcatgt ggctctgcac 2220 

ccgcccgagc cctgccgccg gggccgccac cgtgtgcctc tggcctctgg caccgcctgg 2280 

ctggggctgc cccctgcctc cactccagcc cctgctctcc catccagccc tgcttggagc 2340 

ccaccagcca cagaagccac catgggtggt aaacggcagg tggcaggcag tgtcgggggc 2400 

aacacaggtg tgaggggcaa gtttgagcgg gcagaggagg aggccaggaa ggaggagacc 2460 

gaagccaggg aggaggagga ggaagaggag gaggagatgg tccctgcccc tcagcatgtc 2520 
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actgagctag agctgggcat gtacgccctg ctgggagtct tctgcgtggc catcttcatc 2580 

ttcttggtca atggtgtggt cttcgtcctg cgctatcagc gcaaagaacc tcccgacagt 2640 

gccactgacc ccacctcccc ccagccccac aactgggtct ggctgggcac tgaccaggag 2700 

gaactgagcc gccagctgga ccggcagtcc cctggcccgc ccaaggggga ggggagctgc 2760 

ccctgtgaga gtgggggagg aggggaggcc cctaccctgg cccctggccc tcctgggggc 2820 

accaccagct cctcaagcac cctggcccga aaggaggctg gggggcggcg gaagcgagta 2880 

gagtttgtga catttgtgcc agcccctcca gcccagtcac ctgaggagcc tgtaggggcc 2940 

cctgctgtgc agtccatcct tgtggcaggc gaggaggaca tccgctgggt gtgtgaggac 3000 

atggggctga aggaccctga ggagcttcgc aactacatgg agaggatccg gggcagctcc 3060 

<210> 19 
<211> 3505 
<212> DNA 
<213> Human 
<400> 19 

attgtctggg aattgcagcc gcggggcggg cggcggcggc ggcggcggcg gccgggaccc 60 

agcgggccag gtggggacgg cgcggagcgg gtgcgggaga tgccgtgcgg gactggggcc 120 

acctgagccg cccgcctcgt ccccgccttc tgtgggaagg atgtgcgcgc ggatggccgg 180 

tcgcacaaca gcggcccctc gggggcccta cggcccctgg ctctgcctcc tggtggccct 240 

cgccctggac gtcgtgagag tggactgtgg ccaggctccc ctggaccctg tctacctgcc 300 

ggcagccctg gagctcctag acgcccctga acacttccgt gtgcagcagg tgggccacta 360 

cccacctgcc aactcctctc tgagctcccg atctgagacc tttctgctcc tacagccctg 420 

gcccagggcc cagccacttc tccgggcctc ctacccacct tttgccactc agcaggtggt 480 

cccccctcga gtcactgagc cccaccaacg gccagtccca tgggacgtgc gggccgtttc 540 

agtggaagcg gctgtgactc cagcagagcc ctacgcccgg gttctcttcc acctcaaagg 600 

gcaggattgg ccaccagggt ctggcagcct gccctgtgcc cggctccatg ccacacaccc 660 

tgcaggcact gctcaccaag cctgccgctt ccagccatcc ctgggcgcct gcgtggtgga 720 

gctggagctt ccctcgcact ggttctcaca ggcctccacc acacgggccg agctggccta 780 

cacgcttgag cctgcagctg agggccctgg gggctgtggc tccggcgagg agaacgaccc 840 
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tggggagcag gccctcccag tggggggtgt ggagctgcgc ccagcagacc ccccgcagta 900 
ccaggaggta cctctggacg aggctgtgac tctgcgggtg cctgacatgc cagtgcggcc 960 
cggccagctc tttagtgcta ccctcctgct tcggcacaac ttcacagcca gcctcctgac 1020 
cctgcggatc aaggtgaaga aggggctgca tgtgacagcc gcccgcccag cccagcccac 1080 
actctggact gccaagctag accgcttcaa gggctccagg caccacacca ccctcatcac 1140 
ctgccaccgt gctgggctca cagagccaga ttccagcagt ccccttgaac tgtctgagtt 1200 
cctatgggtg gactttgtgg tggagaatag cactggtggg ggcgtagcgg tcactcgccc 1260 
cgtcacgtgg cagctggagt acccaggcca ggcccctgaa gcagagaagg acaaaatggt 1320 
gtgggaaatc ctggtgtctg agcgggacat cagagccctt atcccactgg ccaaggctga 1380 
ggagctggtg aatacagcac cactgactgg agtgccccag catgtccccg tgcgccttgt 1440 
cactgtggac ggcggggggg ccttggtgga ggtgacagag catgtcggct gcgagtctgc 1500 
caacacacag gtcctgcagg tgtctgaggc ctgtgatgcc gtgttcgtgg ctggcaagga 1560 
gagccggggc gcccgggggg tgcgagtgga cttctggtgg cgccggctcc gcgcctcgct 1620 
gcggctgacc gtgtgggccc cgctgctacc gctgcgtatc gagctcaccg acaccaccct 1680 
cgagcaggtc cgcggctgga gggtacctgg ccctgctgaa gggcctgcgg aacccgctgc 1740 
agaggcgtca gatgaggccg agcggcgcgc ccgtggctgc cacctgcagt accagcgggc 1800 
cggtgtgcgc ttcctcgccc ccttcgcggc ccacccgctg gacggcggcc gccgcctcac 1860 
gcacctgctt ggccccgact ggctgctaga cgtgtcccac ctcgtggcgc cacacgcccg 1920 
cgtgctggac tcgcgtgtag cctctctgga gggtggccgt gtcgtggtgg gccgggagcc 1980 
cggtgtcacc tccattgagg tgcgttcccc actgtctgac tccatcctgg gggagcaggc 2040 
gctggctgtg acggacgaca aggtctcagt gctggagctg agggtgcagc cagtgatggg 2100 
catctcgctg accttgagcc ggggcactgc ccaccccggg gaggtcacag ctacgtgctg 2160 
ggcacagtca gcccttcccg ccccaaagca ggaggtggcc ctctccctat ggctgtcctt 2220 
ctctgatcac actgtggccc cagctgagct ctacgaccgc cgtgacctgg gactgtccgt 2280 
ctcagccgag gagcctggtg ccatcctgcc agctgaggag cagggtgccc agctcggggt 2340 
ggtggtgagt ggggcaggcg ccgaggggct gccgctgcat gtggctctgc acccgcccga 2400 
gccctgccgc cggggccgcc accgtgtgcc tctggcctct ggcaccgcct ggctggggct 2460 
gccccctgcc tccactccag cccctgctct cccatccagc cctgcttgga gcccaccagc 2520 
cacagaagcc accatgggtg gtaaacggca ggtggcaggc agtgtcgggg gcaacacagg 2580 
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tgtgaggggc aagtttgagc gggcagagga ggaggccagg aaggaggaga ccgaagccag 2640 

ggaggaggag gaggaagagg aggaggagat ggtccctgcc cctcagcatg tcactgagct 2700 

agagctgggc atgtacgccc tgctgggagt cttctgcgtg gccatcttca tcttcttggt 2760 

caatggtgtg gtcttcgtcc tgcgctatca gcgcaaagaa cctcccgaca gtgccactga 2820 

ccccacctcc ccccagcccc acaactgggt ctggctgggc actgaccagg aggaactgag 2880 

ccgccagetg gaccggcagt cccctggccc gcccaagggg gaggggagct gcccctgtga 2940 

gagtggggga ggaggggagg cccctaccct ggcccctggc cctcctgggg gcaccaccag 3000 

ctcctcaagc accctggccc gaaaggaggc tggggggcgg cggaagcgag tagagtttgt 3060 

gacatttgtg ccagcccctc cagcccagtc acctgaggag cctgtagggg cccctgctgt 3120 

gcagtccatc cttgtggcag gcgaggagga catccgctgg gtgtgtgagg acatggggct 3180 

gaaggaccct gaggagcttc gcaactacat ggagaggatc cggggcagct cctgaccctc 3240 

cacagccacc tggtcagcca ccagctgggg caacgagggt ggaggtccca ctgagcctct 3300 

cgcctgcccc cgccactcgt ctggtgcttg ttgatccaag tcccctgcct ggtcccccac 3360 

aaggactccc atccaggccc cctctgccct gccccttgtc atggaccatg gtcgtgagga 3420 

agggctcatg ccccttattt atgggaacca tctcattcta acagaataaa ccgagaagga 3480 

aaccagaaaa aaaaaaaaaa aaaaa 3505 

<210> 20 
<211> 1023 
<212> PRT 
<213> Human 
<400> 20 

Met Cys Ala Arg Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala 

35 40 45 

Ala Leu Glu Leu Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val 
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50 55 60 

Gly His Tyr Pro Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr 
65 70 75 80 

Phe Leu Leu Leu Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala 

85 90 95 

Ser Tyr Pro Pro Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr 

100 105 110 

Glu Pro His Gin Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val 

115 120 125 

Glu Ala Ala Val Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His 

130 135 140 

Leu Lys Gly Gin Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala 
145 150 155 160 

Arg Leu His Ala Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg 

165 170 175 

Phe Gin Pro Ser Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser 

180 185 190 

His Trp Phe Ser Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr 

195 200 205 

Leu Glu Pro Ala Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu 

210 215 220 

Asn Asp Pro Gly Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg 
225 230 235 240 

Pro Ala Asp Pro Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val 

245 250 255 

Thr Leu Arg Val Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser 

260 265 270 

Ala Thr Leu Leu Leu Gin His Asn Phe Thr Ala Ser Leu Leu Thr Leu 
275 280 285 
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Arg He Lys Val Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala 

290 295 300 

Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg 
305 . 310 315 320 

His His Thr Thr Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro 

325 330 335 

Asp Ser Ser Pro Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val 

340 345 350 

Val Glu Asn Ser Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr 

355 360 365 

Trp Gin Leu Glu Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys 

370 375 380 

Met Val Trp Glu He Leu Val Ser Glu Arg Asp He Arg Ala Leu He 
385 390 395 400 

Pro Leu Ala Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly 

405 410 415 

Val Pro Gin His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly 

420 425 430 

Ala Leu Val Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr 

435 440 445 

Gin Val Leu Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly 

450 455 460 

Lys Glu Ser Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg 
465 470 475 480 

Arg Leu Arg Ala Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu Pro 

485 490 495 

Leu Arg He Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp 

500 505 510 

Arg Val Pro Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala 
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515 520 525 

Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin 
530 535 540 

Arg Ala Gly Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp 
545 550 555 560 

Gly Gly Arg Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp 

565 570 575 

Val Ser His Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val 

580 585 590 

Ala Ser Leu Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val 

595 600 605 

Thr Ser He Glu Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu 

610 615 620 

Gin Ala Leu Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg 
625 630 635 640 

Val Gin Pro Val Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala 

64 5 650 655 

His Pro Gly Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro 

560 665 670 

Ala Pro Lys Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp 

675 680 685 

His Thr Val Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu 

690 695 700 

Ser Val Ser Ala Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu Gin 
705 710 715 720 

Gly Ala Gin Leu Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu 

725 730 735 

Pro Leu His Val Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg 
740 745 750 
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His Arg Val Pro Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro 

755 760 765 

Ala Ser Thr Pro Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro 

770 775 780 

Pro Ala Thr Glu Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser 
785 • 790 795 800 

Val Gly Gly Asn Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu 

805 810 815 

Glu Ala Arg Lys Glu Glu Thr Lys Pro Arg Glu Glu Glu Glu Glu Glu 

820 825 830 

Glu Glu Glu Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu 

835 840 845 

Gly Met Tyr Ala Leu Leu Gly Val Phe Cys Val Ala He Phe He Phe 

850 855 860 

Leu Val Asn Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro 
865 870 875 880 

Pro Asp Ser Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val 

885 890 895 

Trp Leu Gly Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin 

900 905 910 

Ser Pro Gly Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly 

915 920 925 

Gly Gly Gly Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr 

930 935 940 

Thr Ser Ser Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg 
945 950 955 960 

Lys Arg Val Glu Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser 

965 970 975 

Pro Glu Glu Pro Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala 
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98 0 985 990 

Gly Glu Glu Asp He Arg Tip Val Cys Glu Asp Met Gly Leu Lys Asp 

995 1000 1005 

Pro Glu Glu Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 1020 

<210> 21 
<211> 3069 
<212> DNA 
<213> Human 
<400> 21 

atgtgcgcgc ggatggccgg tcgcacaaca gcggcccctc gggggcccta cggcccctgg 60 
ctctgcctcc tggtggccct cgccctggac gtcgtgagag tggactgtgg ccaggctccc 120 
ctggaccctg tctacctgcc ggcagccctg gagctcctag acgcccctga acacttccgt 
gtgcagcagg tgggccacta cccacctgcc aactcctctc tgagctcccg atctgagacc 
tttctgctcc tacagccctg gcccagggcc cagccacttc tccgggcctc ctacccacct 
tttgccactc agcaggtggt cccccctcga gtcactgagc cccaccaacg gccagtccca 360 
tgggacgtgc gggccgtttc agtggaagcg gctgtgactc cagcagagcc ctacgcccgg 420 
gttctcttcc acctcaaagg gcaggattgg ccaccagggt ctggcagcct gccctgtgcc 480 
cggctccatg ccacacaccc tgcaggcact gctcaccaag cctgccgctt ccagccatcc 
ctgggcgcct gcgtggtgga gctggagctt ccctcgcact ggttctcaca ggcctccacc 
acacgggccg agctggccta cacgcttgag cctgcagctg agggccctgg gggctgtggc 660 
tccggcgagg agaacgaccc tggggagcag gccctcccag tggggggtgt ggagctgcgc 720 
ccagcagacc ccccgcagta ccaggaggta cctctggacg aggctgtgac tctgcgggtg 780 
cctgacatgc cagtgcggcc cggccagctc tttagtgcta ccctcctgct tcagcacaac 840 
ttcacagcca gcctcctgac cctgcggatc aaggtgaaga aggggctgca tgtgacagcc 
gcccgcccag cccagcccac actctggact gccaagctag accgcttcaa gggctccagg 
caccacacca ccctcatcac ctgccaccgt gctgggctca cagagccaga ttccagtccc 
cttgaactgt ctgagttcct atgggtggac tttgtggtgg agaatagcac tggtgggggc 1080 



180 
240 
300 



540 
600 



900 
960 
1020 
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gtagcggtca ctcgccccgt cacgtggcag ctggagtacc caggccaggc ccctgaagca 1140 

gagaaggaca aaatggtgtg ggaaatcctg gtgtctgagc gggacatcag agcccttatc 1200 

ccactggcca aggctgagga gctggtgaat acagcaccac tgactggagt gccccagcat 1260 

gtccccgtgc gccttgtcac tgtggacggc gggggggcct tggtggaggt gacagagcat 1320 

gtcggctgcg agtctgccaa cacacaggtc ctgcaggtgt ctgaggcctg tgatgccgtg 1380 

ttcgtggctg gcaaggagag ccggggcgcc cggggggtgc gagtggactt ctggtggcgc 1440 

cggctccgcg cctcgctgcg gctgaccgtg tgggcccccc tgctaccgct gcgtatcgag 1500 

ctcaccgaca ccaccctcga gcaggtccgc ggctggaggg tacctggccc tgctgaaggg 1560 

cctgcggaac ccgctgcaga ggcgtcggat gaggccgagc ggcgcgcccg tggctgccac 1620 

ctgcagtacc agcgggccgg tgtgcgcttc ctcgccccct tcgcggccca cccgctggac 1680 

ggcggccgcc gcctcacgca cctgcttggc cccgactggc tgctagacgt gtcccacctc 1740 

gtggcgccac acgcccgcgt gctggactcg cgtgtagcct ctctggaggg tggccgtgtc 1800 

gtggtgggcc gggagcccgg tgtcacctcc attgaggtgc gttccccact gtctgactcc 1860 

atcctggggg agcaggcgct ggctgtgacg gacgacaagg tctcagtgct ggagctgagg 1920 

gtgcagccag tgatgggcat ctcgctgacc ttgagccggg gcactgccca ccccggggag 1980 

gtcacagcta cgtgctgggc acagtcagcc cttcccgccc caaagcagga ggtggccctc 2040 

tccctatggc tgtccttctc tgatcacact gtggccccag ctgagctcta cgaccgccgt 2100 

gacctgggac tgtccgtctc agccgaggag cctggtgcca tcctgccagc tgaggagcag 2160 

ggtgcccagc tcggggtggt ggtgagtggg gcaggcgccg aggggctgcc gctgcatgtg 2220 

gctctgcacc cgcccgagcc ctgccgccgg ggccgccacc gtgtgcctct ggcctctggc 2280 

accgcctggc tggggctgcc ccctgcctcc actccagccc ctgctctccc atccagccct 2340 

gcttggagcc caccagccac agaagccacc atgggtggta aacggcaggt ggcaggcagt 2400 

gtcgggggca acacaggtgt gaggggcaag tttgagcggg cagaggagga ggccaggaag 2460 

gaggagacca aacccaggga ggaggaggag gaagaggagg aggagatggt ccctgcccct 2520 

cagcatgtca ctgagctaga gctgggcatg tacgccctgc tgggagtctt ctgcgtggcc 2580 

atcttcatct tcttggtcaa tggtgtggtc ttcgtcctgc gctatcagcg caaagaacct 2640 

cccgacagtg ccactgaccc cacctccccc cagccccaca actgggtctg gctgggcact 2700 

gaccaggagg aactgagccg ccagctggac cggcagtccc ctggcccgcc caagggggag 2760 

gggagctgcc cctgtgagag tgggggagga ggggaggccc ctaccctggc ccctggccct 2820 
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cctgggggca ccaccagctc ctcaagcacc ctggcccgaa aggaggctgg ggggcggcgg 2880 

aagcgagtag agtttgtgac atttgcgcca gcccctccag cccagtcacc tgaggagcct 2940 

gtaggggccc ctgctgtgca gtccatcctt gtggcaggcg aggaggacat ccgctgggtg 3000 

tgtgaggaca tggggctgaa ggaccctgag gagcttcgca actacatgga gaggatccgg 3060 

ggcagctcc 3069 

<210> 22 
<211> 1019 
<212> PRT 
<213> Human 
<400> 22 

Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro Tyr Gly Pro Trp 

5 10 15 

Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val Arg Val Asp Cys 

20 25 30 

Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala Ala Leu Glu Leu 

35 40 45 

Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val Gly His Tyr Pro 

50 55 60 

Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr Phe Leu Leu Leu 
65 70 75 80 

Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala Ser Tyr Pro Pro 

85 90 95 

Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr Glu Pro His Gin 

100 105 no 

Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val Glu Ala Ala Val 

115 120 125 

Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His Leu Lys Gly Gin 
130 135 140 
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Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala Arg Leu His Ala 
145 150 155 160 

Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg Phe Gin Pro Ser 

165 170 175 

Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser His Trp Phe Ser 

180 185 190 

Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr Leu Glu Pro Ala 

195 200 205 

Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu Asn Asp Pro Gly 

210 215 220 

Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg Pro Ala Asp Pro 
225 230 235 240 

Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val Thr Leu Arg Val 

245 250 255 

Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser Ala Thr Leu Leu 

260 265 270 

Leu Gin His Asn Phe Thr Ala Ser Leu Leu Thr Leu Arg He Lys Val 

275 280 285 

Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala Gin Pro Thr Leu 

290 295 300 

Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg His His Thr Thr 
305 310 315 320 

Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro Asp Ser Ser Pro 

325 330 335 

Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val Val Glu Asn Ser 

340 345 350 

Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr Trp Gin Leu Glu 

355 360 365 

Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys Met Val Trp Glu 
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370 375 380 

He Leu Val Ser Glu Arg Asp He Arg Ala Leu He Pro Leu Ala Lys 
385 390 395 400 

Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly Val Pro Gin His 

405 410 415 

Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly Ala Leu Val Glu 

420 425 430 

Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr Gin Val Leu Gin 

435 440 445 

Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly Lys Glu Ser Arg 

450 455 460 

Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg Arg Leu Arg Ala 
465 470 475 480 

Ser Leu Arg Leu Thr Val Trp Ala Pro Leu Leu Pro Leu Arg He Glu 

485 490 495 

Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp Arg Val Pro Gly 

500 505 510 

Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala Ser Asp Glu Ala 

515 520 " 525 

Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin Arg Ala Gly Val 

530 535 540 

Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp Gly Gly Arg Arg 
545 550 555 560 

Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp Val Ser His Leu 

565 570 575 

Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val Ala Ser Leu Glu 

580 585 590 

Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val Thr Ser He Glu 
595 600 605 
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Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu Gin Ala Leu Ala 

610 615 620 

Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg Val Gin Pro Val 
625 630 635 640 

Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala His Pro Gly Glu 

645 650 655 

Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro Ala Pro Lys Gin 

660 665 670 

Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp His Thr Val Ala 

675 680 685 

Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu Ser Val Ser Ala 

690 695 700 

Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu Gin Gly Ala Gin Leu 
706 710 715 720 

Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu Pro Leu His Val 

725 730 735 

Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg His Arg Val Pro 

740 745 750 

Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro Ala Ser Thr Pro 

755 760 765 

Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro Pro Ala Thr Glu 

770 775 780 

Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser Val Gly Gly Asn 
785 790 795 800 

Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu Glu Ala Arg Lys 

805 810 815 

Glu Glu Thr Lys Pro Arg Glu Glu Glu Glu Glu Glu Glu Glu Glu Met 

820 825 830 

Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu Gly Met Tyr Ala 
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835 840 845 

Leu Leu Gly Val Phe Cys Val Ala He Phe He Phe Leu Val Asn Gly 

850 855 860 

Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro Pro Asp Ser Ala 
865 870 875 880 

Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val Trp Leu Gly Thr 

885 890 895 

Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin Ser Pro Gly Pro 

900 905 910 

Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly Gly Gly Gly Glu 

915 920 925 

Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr Thr Ser Ser Ser 

930 935 940 

Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg Lys Arg Val Glu 
945 950 955 960 

Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser Pro Glu Glu Pro 

965 970 975 

Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala Gly Glu Glu Asp 

980 985 990 

He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp Pro Glu Glu Leu 

995 1000 1005 

Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 



<210> 23 
<211> 3057 
<212> DNA 
<213> Human 
<400> 23 
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atggccggtc gcacaacagc ggcccctcgg gggccctacg gcccctggct ctgcctcctg 60 

gtggccctcg ccctggacgt cgtgagagtg gactgtggcc aggctcccct ggaccctgtc 120 
tacctgccgg cagccctgga gctcctagac gcccctgaac acttccgtgt gcagcaggtg 180 

ggccactacc cacctgccaa ctcctctctg agctcccgat ctgagacctt tctgctccta 240 

cagccctggc ccagggccca gccacttctc cgggcctcct acccaccttt tgccactcag 300 

caggtggtcc cccctcgagt cactgagccc caccaacggc cagtcccatg ggacgtgcgg 360 

gccgtttcag tggaagcggc tgtgactcca gcagagccct acgcccgggt tctcttccac 420 

ctcaaagggc aggattggcc accagggtct ggcagcctgc cctgtgcccg gctccatgcc 480 

acacaccctg caggcactgc tcaccaagcc tgccgcttcc agccatccct gggcgcctgc 540 

gtggtggagc tggagcttcc ctcgcactgg ttctcacagg cctccaccac acgggccgag 600 

ctggcctaca cgcttgagcc tgcagctgag ggccctgggg gctgtggctc cggcgaggag 660 

aacgaccctg gggagcaggc cctcccagtg gggggtgtgg agctgcgccc agcagacccc 720 

ccgcagtacc aggaggtacc tctggacgag gctgtgactc tgcgggtgcc tgacatgcca 780 

gtgcggcccg gccagctctt tagtgctacc ctcctgcttc agcacaactt cacagccagc 840 

ctcctgaccc tgcggatcaa ggtgaagaag gggctgcatg tgacagccgc ccgcccagcc 900 

cagcccacac tctggactgc caagctagac cgcttcaagg gctccaggca ccacaccacc 960 

ctcatcacct gccaccgtgc tgggctcaca gagccagatt ccagtcccct tgaactgtct 1020 

gagttcctat gggtggactt tgtggtggag aatagcactg gtgggggcgt agcggtcact 1080 

cgccccgtca cgtggcagct ggagtaccca ggccaggccc ctgaagcaga gaaggacaaa 1140 

atggtgtggg aaatcctggt gtctgagcgg gacatcagag cccttatccc actggccaag 1200 

gctgaggagc tggtgaatac agcaccactg actggagtgc cccagcatgt ccccgtgcgc 1260 

cttgtcactg tggacggcgg gggggccttg gtggaggtga cagagcatgt cggctgcgag 1320 

tctgccaaca cacaggtcct gcaggtgtct gaggcctgtg atgccgtgtt cgtggctggc 1380 

aaggagagcc ggggcgcccg gggggtgcga gtggacttct ggtggcgccg gctccgcgcc 1440 

tcgctgcggc tgaccgtgtg ggcccccctg ctaccgctgc gtatcgagct caccgacacc 1500 

accctcgagc aggtccgcgg ctggagggta cctggccctg ctgaagggcc tgcggaaccc 1560 

gctgcagagg cgtcggatga ggccgagcgg cgcgcccgtg gctgccacct gcagtaccag 1620 

cgggccggtg tgcgcttcct cgcccccttc gcggcccacc cgctggacgg cggccgccgc 1680 

ctcacgcacc tgcttggccc cgactggctg ctagacgtgt cccacctcgt ggcgccacac 1740 
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gcccgcgtgc tggactcgcg tgtagcctct ctggagggtg gccgtgtcgt ggtgggccgg 1800 

gagcccggtg tcacctccat tgaggtgcgt tccccactgt ctgactccat cctgggggag 1860 

caggcgctgg ctgtgacgga cgacaaggtc tcagtgctgg agctgagggt gcagccagtg 1920 

atgggcatct cgctgacctt gagccggggc actgcccacc ccggggaggt cacagctacg 1980 

tgctgggcac agtcagccct tcccgcccca aagcaggagg tggccctctc cctatggctg 2040 

tccttctctg atcacactgt ggccccagct gagctctacg. accgccgtga cctgggactg 2100 

tccgtctcag ccgaggagcc tggtgccatc ctgccagctg aggagcaggg tgcccagctc 2160 

ggggtggtgg tgagtggggc aggcgccgag gggctgccgc tgcatgtggc tctgcacccg 2220 

cccgagccct gccgccgggg ccgccaccgt gtgcctctgg cctctggcac cgcctggctg 2280 

gggctgcccc ctgcctccac tccagcccct gctctcccat ccagccctgc ttggagccca 2340 

ccagccacag aagccaccat gggtggtaaa cggcaggtgg caggcagtgt cgggggcaac 2400 

acaggtgtga ggggcaagtt tgagcgggca gaggaggagg ccaggaagga ggagaccaaa 2460 

cccagggagg aggaggagga agaggaggag gagatggtcc ctgcccctca gcatgtcact 2520 

gagctagagc tgggcatgta cgccctgctg ggagtcttct gcgtggccat cttcatcttc 2580 

ttggtcaatg gtgtggtctt cgtcctgcgc tatcagcgca aagaacetcc cgacagtgcc 2640 

actgacccca cctcccccca gccccacaac tgggtctggc tgggcactga ccaggaggaa 2700 

ctgagccgcc agctggaccg gcagtcccct ggcccgccca agggggaggg gagctgcccc 2760 

tgtgagagtg ggggaggagg ggaggcccct accctggccc ctggccctcc tgggggcacc 2820 

accagctcct caagcaccct ggcccgaaag gaggctgggg ggcggcggaa gcgagtagag 2880 

tttgtgacat ttgcgccagc ccctccagcc cagtcacctg aggagcctgt aggggcccct 2940 

gctgtgcagt ccatccttgt ggcaggcgag gaggacatcc gctgggtgtg tgaggacatg 3000 

gggctgaagg accctgagga gcttcgcaac tacatggaga ggatccgggg cagctcc 3057 

<210> 24 
<211> 3502 
<212> DNA 
<213> Human 
<400> 24 

attgtctggg aattgcagcc gcggggcggg cggcggcggc ggcggcggcg gccgggaccc 60 
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agcgggccag gtggggacgg cgcggagcgg gtgcgggaga tgccgtgcgg gactggggcc 120 

acctgagccg cccgcctcgt ccccgccttc tgtgggaagg atgtgcgcgc ggatggccgg 180 

tcgcacaaca gcggcccctc gggggcccta cggcccctgg ctctgcctcc tggtggccct 240 

cgccctggac gtcgtgagag tggactgtgg ccaggctccc ctggaccctg tctacctgcc 300 

ggcagccctg gagctcctag acgcccctga acacttccgt gtgcagcagg tgggccacta 360 

cccacctgcc aactcctctc tgagctcccg atctgagacc tttctgctcc tacagccctg 420 

gcccagggcc cagccacttc tccgggcctc ctacccacct tttgccactc agcaggtggt 480 

cccccctcga gtcactgagc cccaccaacg gccagtccca tgggacgtgc gggccgtttc 540 

agtggaagcg gctgtgactc cagcagagcc ctacgcccgg gttctcttcc acctcaaagg 600 

gcaggattgg ccaccagggt ctggcagcct gccctgtgcc cggctccatg ccacacaccc 660 

tgcaggcact gctcaccaag cctgccgctt ccagccatcc ctgggcgcct gcgtggtgga 720 

gctggagctt ccctcgcact ggttctcaca ggcctccacc acacgggccg agctggccta 780 

cacgcttgag cctgcagctg agggccctgg gggctgtggc tccggcgagg agaacgaccc 840 

tggggagcag gccctcccag tggggggtgt ggagctgcgc ccagcagacc ccccgcagta 900 

ccaggaggta cctctggacg aggctgtgac tctgcgggtg cctgacatgc cagtgcggcc 960 

cggccagctc tttagtgcta ccctcctgct tcagcacaac ttcacagcca gcctcctgac 1020 

cctgcggatc aaggtgaaga aggggctgca tgtgacagcc gcccgcccag cccagcccac 1080 

actctggact gccaagctag accgcttcaa gggctccagg caccacacca ccctcatcac 1140 

ctgccaccgt gctgggctca cagagccaga ttccagtccc cttgaactgt ctgagttcct 1200 

atgggtggac tttgtggtgg agaatagcac tggtgggggc gtagcggtca ctcgccccgt 1260 

cacgtggcag ctggagtacc caggccaggc ccctgaagca gagaaggaca aaatggtgtg 1320 

ggaaatcctg gtgtctgagc gggacatcag agcccttatc ccactggcca aggctgagga 1380 

gctggtgaat acagcaccac tgactggagt gccccagcat gtccccgtgc gccttgtcac 1440 

tgtggacggc gggggggcct tggtggaggt gacagagcat gtcggctgcg agtctgccaa 1500 

cacacaggtc ctgcaggtgt ctgaggcctg tgatgccgtg ttcgtggctg gcaaggagag 1560 

ccggggcgcc cggggggtgc gagtggactt ctggtggcgc cggctccgcg cctcgctgcg 1620 

gctgaccgtg tgggcccccc tgctaccgct gcgtatcgag ctcaccgaca ccaccctcga 1680 

gcaggtccgc ggctggaggg tacctggccc tgctgaaggg cctgcggaac ccgctgcaga 1740 

ggcgtcggat gaggccgagc ggcgcgcccg tggctgccac ctgcagtacc agcgggccgg 1800 
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tgtgcgcttc ctcgccccct tcgcggccca cccgctggac ggcggccgcc gcctcacgca 1860 
cctgcttggc cccgactggc tgctagacgt gtcccacctc gtggcgccac acgcccgcgt 1920 
gctggactcg cgtgtagcct ctctggaggg tggccgtgtc gtggtgggcc gggagcccgg 1980 
tgtcacctcc attgaggtgc gttccccact gtctgactcc atcctggggg agcaggcgct 2040 
ggctgtgacg gacgacaagg tctcagtgct ggagctgagg gtgcagccag tgatgggcat 2100 
ctcgctgacc ttgagccggg gcactgccca ccccggggag gtcacagcta cgtgctgggc 2160 
acagtcagcc cttcccgccc caaagcagga ggtggccctc tccctatggc tgtccttctc 2220 

tgatcacact gtggccccag ctgagctcta cgaccgccgt gacctgggac tgtccgtctc 2280 

agccgaggag cctggtgcca tcctgccagc tgaggagcag ggtgcccagc tcggggtggt 2340 

ggtgagtggg gcaggcgccg aggggctgcc gctgcatgtg gctctgcacc cgcccgagcc 2400 

ctgccgccgg ggccgccacc gtgtgcctct ggcctctggc accgcctggc tggggctgcc 2460 

ccctgcctcc actccagccc ctgctctccc atccagccct gcttggagcc caccagccac 2520 

agaagccacc atgggtggta aacggcaggt ggcaggcagt gtcgggggca acacaggtgt 2580 

gaggggcaag tttgagcggg cagaggagga ggccaggaag gaggagacca aacccaggga 2640 

ggaggaggag gaagaggagg aggagatggt ccctgcccct cagcatgtca ctgagctaga 2700 

gctgggcatg tacgccctgc tgggagtctt ctgcgtggcc atcttcatct tcttggtcaa 2760 

tggtgtggtc ttcgtcctgc gctatcagcg caaagaacct cccgacagtg ccactgaccc 2820 

cacctccccc cagccccaca actgggtctg gctgggcact gaccaggagg aactgagccg 2880 

ccagctggac cggcagtccc ctggcccgcc caagggggag gggagctgcc cctgtgagag 2940 

tgggggagga ggggaggccc ctaccctggc ccctggccct cctgggggca ccaccagctc 3000 

ctcaagcacc ctggcccgaa aggaggctgg ggggcggcgg aagcgagtag agtttgtgac 3060 

atttgcgcca gcccctccag cccagtcacc tgaggagcct gtaggggccc ctgctgtgca 3120 

gtccatcctt gtggcaggcg aggaggacat ccgctgggtg tgtgaggaca tggggctgaa 3180 

ggaccctgag gagcttcgca actacatgga gaggatccgg ggcagctcct gaccctccac 3240 

agccacctgg tcagccacca gctggggcaa cgagggtgga ggtcccactg agcctctcgc 3300 

ctgcccccgc cactcgtctg gtgcttgttg atccaagtcc cctgcctggt cccccacaag 3360 

gactcccatc caggccccct ctgccctgcc ccttgtcatg gaccatggtc gtgaggaagg 3420 

gctcatgccc cttatttatg ggaaccatct cattctaaca gaataaaccg agaaggaaac 3480 

cagaaaaaaa aaaaaaaaaa aa ocno 
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<210> 25 
<211> 1023 
<212> PRT 
<213> Human 
<400* 25 

Met Cys Ala Arg Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro 

5 10 15 

Tyr Gly Pro Trp Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val 

20 25 30 

Arg Val Asp Cys Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala 

35 40 45 

Ala Leu Glu Leu Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val 

50 55 60 

Gly His Tyr Pro Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr 
65 70 75 ' 80 

Phe Leu Leu Leu Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala 

85 90 95 

Ser Tyr Pro Pro Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr 

100 105 HO 

Glu Pro His Gin Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val 

115 120 125 

Glu Ala Ala Val Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His 

130 135 140 

Leu Lys Gly Gin Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala 
145 150 155 160 

Arg Leu His Ala Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg 

165 170 175 

Phe Gin Pro Ser Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser 
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180 185 190 

His Trp Phe Ser Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr 

195 200 205 

Leu Glu Pro Ala Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu 

210 215 220 

Asn Asp Pro Gly Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg 
225 230 235 240 

Pro Ala Asp Pro Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val 

245 250 255 

Thr Leu Arg Val Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser 

260 265 270 

Ala Thr Leu Leu Leu Arg His Asn Phe Thr Ala Ser Leu Leu Thr Leu 

275 280 285 

Arg He Lys Val Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala 

290 295 300 

Gin Pro Thr Leu Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg 
305 310 315 320 

His His Thr Thr Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro 

325 330 335 

Asp Ser Ser Pro Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val 

340 345 350 

Val Glu Asn Ser Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr 

355 360 365 

Trp Gin Leu Glu Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys 

370 375 380 

Met Val Trp Glu He Leu Val Ser Glu Arg Asp He Arg Ala Leu He 
385 390 395 400 

Pro Leu Ala Lys Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly 
405 410 415 
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Val Pro Gin His Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly 

420 425 430 

Ala Leu Val Glu Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr 

435 440 445 

Gin Val Leu Gin Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly 

450 455 460 

Lys Glu Ser Arg Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg 
465 470 475 480 

Arg Leu Arg Ala Ser Leu Arg Leu Thr Met Trp Ala Pro Leu Leu Pro 

485 490 495 

Leu Arg He Glu Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp 

500 505 510 

Arg Val Pro Gly Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala 

515 520 525 

Ser Asp Glu Ala Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin 

530 535 540 

Arg Ala Gly Val Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp 
545 550 555 560 

Gly Gly Arg Arg Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp 

565 570 575 

Val Ser His Leu Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val 

580 585 590 

Ala Ser Leu Glu Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val 

595 600 605 

Thr Ser He Glu Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu 

610 615 620 

Gin Ala Leu Ala Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg 
625 630 635 640 

Val Gin Pro Val Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala 
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645 650 655 

His Pro Gly Glu Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro 

660 665 670 

Ala Pro Lys Gin Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp 

675 680 685 

His Thr Val Ala Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu 

690 695 700 

Ser Val Ser Ala Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu Gin 
705 710 715 720 

Gly Ala Gin Leu Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu 

725 730 735 

Pro Leu His Val Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg 

740 745 750 

His Arg Val Pro Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro 

755 760 765 

Ala Ser Thr Pro Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro 

770 775 780 

Pro Ala Thr Glu Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser 
785 790 795 800 

Val Gly Gly Asn Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu 

805 810 815 

Glu Ala Arg Lys Glu Glu Thr Lys Pro Arg Glu Glu Glu Glu Glu Glu 

820 825 830 

Glu Glu Glu Met Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu 

835 840 845 

Gly Met Tyr Ala Leu Leu Gly Val Phe Cys Val Ala He Phe He Phe 

850 855 860 

Leu Val Asn Gly Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro 
86 5 870 875 880 
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Pro Asp Ser Ala Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val 

885 890 895 

Trp Leu Gly Thr Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin 

900 905 910 

Ser Pro Gly Pro Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly 

915 920 925 

Gly Gly Gly Glu Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr 

930 935 940 

Thr Ser Ser Ser Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg 
945 ' 950 955 960 

Lys Arg Val Glu Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser 

965 970 975 

Pro Glu Glu Pro Val Gly Ala Pro Ala Val Gin Ser lie Leu Val Ala 

980 985 990 

Gly Glu Glu Asp He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp 

995 1000 1005 

Pro Glu Glu Leu Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 1020 

<210> 26 
<211> 3069 
<212> DNA 
<213> Human 
<400> 26 

atgtgcgcgc ggatggccgg tcgcacaaca gcggcccctc gggggcccta cggcccctgg 60 
ctctgcctcc tggtggccct cgccctggac gtcgtgagag tggactgtgg ccaggctccc 120 
ctggaccctg tctacctgcc ggcagccctg gagctcctag acgcccctga acacttccgt 180 
gtgcagcagg tgggccacta cccacctgcc aactcctctc tgagctcccg atctgagacc 240 
tttctgctcc tacagccctg gcccagggcc cagccacttc tccgggcctc ctacccacct 300 
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tttgccactc agcaggtggt cccccctcga gtcactgagc cccaccaacg gccagtccca 360 
tgggacgtgc gggccgtttc agtggaagcg gctgtgactc cagcagagcc ctacgcccgg 420 

gttctcttcc acctcaaagg gcaggattgg ccaccagggt ctggcagcct gccctgtgcc 480 

cggctccatg ccacacaccc tgccggcact gctcaccaag cctgccgctt ccagccatcc 540 

ctgggcgcct gcgtggtgga gctggagctt ccctcgcact ggttctcaca ggcctccacc 600 

acacgggccg agctggccta cacgcttgag cctgcagctg agggccctgg gggctgtggc 660 

tccggcgagg agaacgaccc tggggagcag gccctcccag tggggggtgt ggagctgcgc 720 

ccagcagacc ccccgcagta ccaggaggta cctctggacg aggctgtgac tctgcgggtg 780 

cctgacatgc cagtgcggcc cggccagctc tttagtgcta ccctcctgct tcggcacaac 840 

ttcacagcca gcctcctgac cctgcggatc aaggtgaaga aggggctgca tgtgacagcc 900 

gcccgcccag cccagcccac actctggact gccaagctgg accgcttcaa gggctccagg 960 

caccacacca ccctcatcac ctgccaccgt gctgggctca cagagccaga ttccagtccc 1020 

cttgaactgt ctgagttcct atgggtggac tttgtggtgg agaatagcac tggtgggggc 1080 

gtagcggtca ctcgccccgt cacgtggcag ctggagtacc caggccaggc ccctgaagca 1140 

gagaaggaca aaatggtgtg ggaaatcctg gtgtctgagc gggacatcag agcccttatc 1200 

ccactggcca aggctgagga gctggtgaat acagcaccac tgactggagt gccccagcat 1260 

gtccccgtgc gccttgtcac tgtggacggc gggggggcct tggtggaggt gacagagcat 1320 

gtcggctgcg agtctgccaa cacacaggtc ctgcaggtgt ctgaggcctg tgatgccgtg 1380 

ttcgtggctg gcaaggagag ccggggcgcc cggggggtgc gagtggactt ctggtggcgc 1440 

cggctccgcg cctcgctgcg gctgaccatg tgggcccccc tgctaccgct gcgtatcgag 1500 

ctcaccgaca ccaccctcga gcaggtccgc ggctggaggg tacctggccc tgctgaaggg 1560 

cctgcggaac ccgctgcaga ggcgtcggat gaggccgagc ggcgcgcccg tggctgccac 1620 

ctgcagtacc agcgggccgg tgtgcgcttc ctcgccccct tcgcggccca cccgctggac 1680 

ggcggccgcc gcctcacgca cctgcttggc cccgactggc tgctagacgt gtcccacctc 1740 

gtggcgccac acgcccgcgt gctggactcg cgtgtagcct ctctggaggg tggccgtgtc 1800 

gtggtgggcc gggagcccgg tgtcacctcc attgaggtgc gttccccact gtctgactcc 1860 

atcctggggg agcaggcgct ggctgtgacg gacgacaagg tctcagtgct ggagctgagg 1920 

gtgcagccag tgatgggcat ctcgctgacc ttgagccggg gcactgccca ccccggggag 1980 

gtcacagcta cgtgctgggc acagtcagcc cttcccgccc caaagcagga ggtggccctc 2040 
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tccctatggc tgtccttctc tgatcacact gtggccccag ctgagctcta cgaccgccgt 2100 

gacctgggac tgtccgtctc agccgaggag cctggtgcca tcctgccagc tgaggagcag 2160 

ggtgcccagc tcggggtggt ggtgagtggg gcaggcgccg aggggctgcc gctgcatgtg 2220 

gctctgcacc cgcccgagcc ctgccgccgg ggccgccacc gtgtgcctct ggcctctggc 2280 

accgcctggc tggggctgcc ccctgcctcc actccagccc ctgctctccc atccagccct 2340 

gcttggagcc caccagccac agaagccacc atgggtggta aacggcaggt ggcaggcagt 2400 

gtcgggggca acacaggtgt gaggggcaag tttgagcggg cagaggagga ggccaggaag 2460 

gaggagacca aacccaggga ggaggaggag gaagaggagg aggagatggt ccctgcccct 2520 

cagcatgtca ctgagctaga gctgggcatg tacgccctgc tgggagtctt ctgcgtggcc 2580 

atcttcatct tcttggtcaa tggtgtggtc ttcgtcctgc gctatcagcg caaagaacct 2640 

cccgacagtg ccactgaccc cacctccccc cagccccaca actgggtctg gctgggcact 2700 

gaccaggagg aactgagccg ccagctggac cggcagtccc ctggcccgcc caagggggag 2760 

gggagctgcc cctgtgagag tgggggagga ggggaggccc ctaccctggc ccctggccct 2820 

cctgggggca ccaccagctc ctcaagcacc ctggcccgaa aggaggctgg ggggcggcgg 2880 

aagcgagtag agtttgtgac atttgcgcca gcccctccag cccagtcacc tgaggagcct 2940 

gtaggggccc ctgctgtgca gtccatcctt gtggcaggcg aggaggacat ccgctgggtg 3000 

tgtgaggaca tggggctgaa ggaccctgag gagcttcgca actacatgga gaggatccgg 3060 

ggcagctcc 3069 

<210> 27 
<211> 1019 
<212> PRT 
<213> Human 
<400> 27 

Met Ala Gly Arg Thr Thr Ala Ala Pro Arg Gly Pro Tyr Gly Pro Trp 

5 10 15 

Leu Cys Leu Leu Val Ala Leu Ala Leu Asp Val Val Arg Val Asp Cys 

20 ' 25 30 

Gly Gin Ala Pro Leu Asp Pro Val Tyr Leu Pro Ala Ala Leu Glu Leu 
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35 



40 



45 



Leu Asp Ala Pro Glu His Phe Arg Val Gin Gin Val Gly His Tyr Pro 

50 55 60 

Pro Ala Asn Ser Ser Leu Ser Ser Arg Ser Glu Thr Phe Leu Leu Leu 
65 70 75 80 

Gin Pro Trp Pro Arg Ala Gin Pro Leu Leu Arg Ala Ser Tyr Pro Pro 

85 90 95 

Phe Ala Thr Gin Gin Val Val Pro Pro Arg Val Thr Glu Pro His Gin 

100 105 110 

Arg Pro Val Pro Trp Asp Val Arg Ala Val Ser Val Glu Ala Ala Val 

H5 120 125 

Thr Pro Ala Glu Pro Tyr Ala Arg Val Leu Phe His Leu Lys Gly Gin 

130 135 140 

Asp Trp Pro Pro Gly Ser Gly Ser Leu Pro Cys Ala Arg Leu His Ala 
I 45 150 155 160 

Thr His Pro Ala Gly Thr Ala His Gin Ala Cys Arg Phe Gin Pro Ser 

165 170 175 

Leu Gly Ala Cys Val Val Glu Leu Glu Leu Pro Ser His Trp Phe Ser 

180 185 190 

Gin Ala Ser Thr Thr Arg Ala Glu Leu Ala Tyr Thr Leu Glu Pro Ala 

195 200 205 

Ala Glu Gly Pro Gly Gly Cys Gly Ser Gly Glu Glu Asn Asp Pro Gly 

210 215 220 

Glu Gin Ala Leu Pro Val Gly Gly Val Glu Leu Arg Pro Ala Asp Pro 
225 230 235 240 

Pro Gin Tyr Gin Glu Val Pro Leu Asp Glu Ala Val Thr Leu Arg Val 

2 45 250 255 

Pro Asp Met Pro Val Arg Pro Gly Gin Leu Phe Ser Ala Thr Leu Leu 



260 



265 



270 
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Leu Arg His Asn Phe Thr Ala Ser Leu Leu Thr Leu Arg He Lys Val 

275 280 285 

Lys Lys Gly Leu His Val Thr Ala Ala Arg Pro Ala Gin Pro Thr Leu 

290 295 300 

Trp Thr Ala Lys Leu Asp Arg Phe Lys Gly Ser Arg His His Thr Thr 
305 310 315 320 

Leu He Thr Cys His Arg Ala Gly Leu Thr Glu Pro Asp Ser Ser Pro 

325 330 335 

Leu Glu Leu Ser Glu Phe Leu Trp Val Asp Phe Val Val Glu Asn Ser 

340 345 350 

Thr Gly Gly Gly Val Ala Val Thr Arg Pro Val Thr Trp Gin Leu Glu 

355 360 365 

Tyr Pro Gly Gin Ala Pro Glu Ala Glu Lys Asp Lys Met Val Trp Glu 

370 375 380 

He Leu Val Ser Glu Arg Asp lie Arg Ala Leu He Pro Leu Ala Lys 
385 390 395 400 

Ala Glu Glu Leu Val Asn Thr Ala Pro Leu Thr Gly Val Pro Gin His 

405 410 415 

Val Pro Val Arg Leu Val Thr Val Asp Gly Gly Gly Ala Leu Val Glu 

420 425 430 

Val Thr Glu His Val Gly Cys Glu Ser Ala Asn Thr Gin Val Leu Gin 

435 440 445 

Val Ser Glu Ala Cys Asp Ala Val Phe Val Ala Gly Lys Glu Ser Arg 

450 455 460 

Gly Ala Arg Gly Val Arg Val Asp Phe Trp Trp Arg Arg Leu Arg Ala 
465 470 475 480 

Ser Leu Arg Leu Thr Met Trp Ala Pro Leu Leu Pro Leu Arg He Glu 

485 490 495 

Leu Thr Asp Thr Thr Leu Glu Gin Val Arg Gly Trp Arg Val Pro Gly 
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500 505 510 

Pro Ala Glu Gly Pro Ala Glu Pro Ala Ala Glu Ala Ser Asp Glu Ala 

515 520 525 

Glu Arg Arg Ala Arg Gly Cys His Leu Gin Tyr Gin Arg Ala Gly Val 

530 535 540 

Arg Phe Leu Ala Pro Phe Ala Ala His Pro Leu Asp Gly Gly Arg Arg 
545 550 555 560 

Leu Thr His Leu Leu Gly Pro Asp Trp Leu Leu Asp Val Ser His Leu 

565 570 575 

Val Ala Pro His Ala Arg Val Leu Asp Ser Arg Val Ala Ser Leu Glu 

580 585 590 ' 

Gly Gly Arg Val Val Val Gly Arg Glu Pro Gly Val Thr Ser He Glu 

595 600 605 

Val Arg Ser Pro Leu Ser Asp Ser He Leu Gly Glu Gin Ala Leu Ala 

610 615 620 

Val Thr Asp Asp Lys Val Ser Val Leu Glu Leu Arg Val Gin Pro Val 
62 5 630 635 640 

Met Gly He Ser Leu Thr Leu Ser Arg Gly Thr Ala His Pro Gly Glu 

645 650 655 

Val Thr Ala Thr Cys Trp Ala Gin Ser Ala Leu Pro Ala Pro Lys Gin 

660 665 670 

Glu Val Ala Leu Ser Leu Trp Leu Ser Phe Ser Asp His Thr Val Ala 

675 680 685 

Pro Ala Glu Leu Tyr Asp Arg Arg Asp Leu Gly Leu Ser Val Ser Ala 

690 695 700 

Glu Glu Pro Gly Ala He Leu Pro Ala Glu Glu Gin Gly Ala Gin Leu 
7 °5 710 715 720 

Gly Val Val Val Ser Gly Ala Gly Ala Glu Gly Leu Pro Leu His Val 
725 730 735 
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Ala Leu His Pro Pro Glu Pro Cys Arg Arg Gly Arg His Arg Val Pro 

740 745 750 

Leu Ala Ser Gly Thr Ala Trp Leu Gly Leu Pro Pro Ala Ser Thr Pro 

755 760 765 

Ala Pro Ala Leu Pro Ser Ser Pro Ala Trp Ser Pro Pro Ala Thr Glu 

770 775 780 

Ala Thr Met Gly Gly Lys Arg Gin Val Ala Gly Ser Val Gly Gly Asn 
785 790 795 800 

Thr Gly Val Arg Gly Lys Phe Glu Arg Ala Glu Glu Glu Ala Arg Lys 

805 810 815 

Glu Glu Thr Lys Pro Arg Glu Glu Glu Glu Glu Glu Glu Glu Glu Met 

820 825 830 

Val Pro Ala Pro Gin His Val Thr Glu Leu Glu Leu Gly Met Tyr Ala 

835 840 845 

Leu Leu Gly Val Phe Cys Val Ala lie Phe He Phe Leu Val Asn Gly 

850 855 860 

Val Val Phe Val Leu Arg Tyr Gin Arg Lys Glu Pro Pro Asp Ser Ala 
865 870 875 880 

Thr Asp Pro Thr Ser Pro Gin Pro His Asn Trp Val Trp Leu Gly Thr 

885 890 895 

Asp Gin Glu Glu Leu Ser Arg Gin Leu Asp Arg Gin Ser Pro Gly Pro 

900 905 910 

Pro Lys Gly Glu Gly Ser Cys Pro Cys Glu Ser Gly Gly Gly Gly Glu 

915 920 925 

Ala Pro Thr Leu Ala Pro Gly Pro Pro Gly Gly Thr Thr Ser Ser Ser 

930 935 940 

Ser Thr Leu Ala Arg Lys Glu Ala Gly Gly Arg Arg Lys Arg Val Glu 
945 950 955 960 

Phe Val Thr Phe Ala Pro Ala Pro Pro Ala Gin Ser Pro Glu Glu Pro 
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965 970 975 

Val Gly Ala Pro Ala Val Gin Ser He Leu Val Ala Gly Glu Glu Asp 

980 985 990 

He Arg Trp Val Cys Glu Asp Met Gly Leu Lys Asp Pro Glu Glu Leu 

995 1000 1005 

Arg Asn Tyr Met Glu Arg He Arg Gly Ser Ser 
1010 1015 



<210> 28 
<211> 3057 
<212> DNA 
<213> Human 
<400> 28 

atggccggtc gcacaacagc ggcccctcgg gggccctacg gcccctggct ctgcctcctg 60 

gtggccctcg ccctggacgt cgtgagagtg gactgtggcc aggctcccct ggaccctgtc 120 

tacctgccgg cagccctgga gctcctagac gcccctgaac acttccgtgt gcagcaggtg 180 

ggccactacc cacctgccaa ctcctctctg agctcccgat ctgagacctt tctgctccta 240 

cagccctggc ccagggccca gccacttctc cgggcctcct acccaccttt tgccactcag 300 

caggtggtcc cccctcgagt cactgagccc caccaacggc cagtcccatg ggacgtgcgg 360 

gccgtttcag tggaagcggc tgtgactcca gcagagccct acgcccgggt tctcttccac 420 

ctcaaagggc aggattggcc accagggtct ggcagcctgc cctgtgcccg gctccatgcc 480 

acacaccctg ccggcactgc tcaccaagcc tgccgcttcc agccatccct gggcgcctgc 540 

gtggtggagc tggagcttcc ctcgcactgg ttctcacagg cctccaccac acgggccgag 600 

ctggcctaca cgcttgagcc tgcagctgag ggccctgggg gctgtggctc cggcgaggag 660 

aacgaccctg gggagcaggc cctcccagtg gggggtgtgg agctgcgccc agcagacccc 720 

ccgcagtacc aggaggtacc tctggacgag gctgtgactc tgcgggtgcc tgacatgcca 780 

gtgcggcccg gccagctctt tagtgctacc ctcctgcttc ggcacaactt cacagccagc 840 

ctcctgaccc tgcggatcaa ggtgaagaag gggctgcatg tgacagccgc ccgcccagcc 900 

cagcccacac tctggactgc caagctggac cgcttcaagg gctccaggca ccacaccacc 960 
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ctcatcacct gccaccgtgc tgggctcaca gagccagatt ccagtcccct tgaactgtct 1020 
gagttcctat gggtggactt tgtggtggag aatagcactg gtgggggcgt agcggtcact 1080 
cgccccgtca cgtggcagct ggagtaccca ggccaggccc ctgaagcaga gaaggacaaa 1140 
atggtgtggg aaatcctggt gtctgagcgg gacatcagag cccttatccc actggccaag 1200 
gctgaggagc tggtgaatac agcaccactg actggagtgc cccagcatgt ccccgtgcgc 1260 
cttgtcactg tggacggcgg gggggccttg gtggaggtga cagagcatgt cggctgcgag 1320 
tctgccaaca cacaggtcct gcaggtgtct gaggcctgtg atgccgtgtt cgtggctggc 1380 
aaggagagcc ggggcgcccg gggggtgcga gtggacttct ggtggcgccg gctccgcgcc 1440 
tcgctgcggc tgaccatgtg ggcccccctg ctaccgctgc gtatcgagct caccgacacc 1500 
accctcgagc aggtccgcgg ctggagggta cctggccctg ctgaagggcc tgcggaaccc 1560 
gctgcagagg cgtcggatga ggccgagcgg cgcgcccgtg gctgccacct gcagtaccag 1620 
cgggccggtg tgcgcttcct cgcccccttc gcggcccacc cgctggacgg cggccgccgc 1680 
ctcacgcacc tgcttggccc cgactggctg ctagacgtgt cccacctcgt ggcgccacac 1740 
gcccgcgtgc tggactcgcg tgtagcctct ctggagggtg gccgtgtcgt ggtgggccgg 1800 
gagcccggtg tcacctccat tgaggtgcgt tccccactgt ctgactccat cctgggggag 1860 
caggcgctgg ctgtgacgga cgacaaggtc tcagtgctgg agctgagggt gcagccagtg 1920 
atgggcatct cgctgacctt gagccggggc actgcccacc ccggggaggt cacagctacg 1980 
tgctgggcac agtcagccct tcccgcccca aagcaggagg tggccctctc cctatggctg 2040 
tccttctctg atcacactgt ggccccagct gagctctacg accgccgtga cctgggactg 2100 
tccgtctcag ccgaggagcc tggtgccatc ctgccagctg aggagcaggg tgcccagctc 2160 
ggggtggtgg tgagtggggc aggcgccgag gggctgccgc tgcatgtggc tctgcacccg 2220 
cccgagccct gccgccgggg ccgccaccgt gtgcctctgg cctctggcac cgcctggctg 2280 
gggctgcccc ctgcctccac tccagcccct gctctcccat ccagccctgc ttggagccca 2340 
ccagccacag aagccaccat gggtggtaaa cggcaggtgg caggcagtgt cgggggcaac 2400 
acaggtgtga ggggcaagtt tgagcgggca gaggaggagg ccaggaagga ggagaccaaa 2460 
cccagggagg aggaggagga agaggaggag gagatggtcc ctgcccctca gcatgtcact 2520 
gagctagagc tgggcatgta cgccctgctg ggagtcttct gcgtggccat cttcatcttc 2580 
ttggtcaatg gtgtggtctt cgtcctgcgc tatcagcgca aagaacctcc cgacagtgcc 2640 
actgacccca cctcccccca gccccacaac tgggtctggc tgggcactga ccaggaggaa 2700 
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ctgagccgcc agctggaccg gcagtcccct ggcccgccca agggggaggg gagctgcccc 2760 

tgtgagagtg ggggaggagg ggaggcccct accctggccc ctggccctcc tgggggcacc 2820 

accagctcct caagcaccct ggcccgaaag gaggctgggg ggcggcggaa gcgagtagag 2880 

tttgtgacat ttgcgccagc ccctccagcc cagtcacctg aggagcctgt aggggcccct 2940 

gctgtgcagt ccatccttgt ggcaggcgag gaggacatcc gctgggtgtg tgaggacatg 3000 

gggctgaagg accctgagga gcttcgcaac tacatggaga ggatccgggg cagctcc 3057 

<210> 29 
<211> 3502 
<212> DNA 
<213> Human 
<400> 29 

attgtctggg aattgcagcc gcggggcggg cggcggcggc ggcggcggcg gccgggaccc 60 

agcgggccag gtggggacgg cgcggagcgg gtgcgggaga tgccgtgcgg gactggggcc 120 

acctgagccg cccgcctcgt ccccgccttc tgtgggaagg atgtgcgcgc ggatggccgg 180 

tcgcacaaca gcggcccctc gggggcccta cggcccctgg ctctgcctcc tggtggccct 240 

cgccctggac gtcgtgagag tggactgtgg ccaggctccc ctggaccctg tctacctgcc 300 

ggcagccctg gagctcctag acgcccctga acacttccgt gtgcagcagg tgggccacta 360 

cccacctgcc aactcctctc tgagctcccg atctgagacc tttctgctcc tacagccctg 420 

gcccagggcc cagccacttc tccgggcctc ctacccacct tttgccactc agcaggtggt 480 

cccccctcga gtcactgagc cccaccaacg gccagtccca tgggacgtgc gggccgtttc 540 

agtggaagcg gctgtgactc cagcagagcc ctacgcccgg gttctcttcc acctcaaagg 600 

gcaggattgg ccaccagggt ctggcagcct gccctgtgcc cggctccatg ccacacaccc 660 

tgccggcact gctcaccaag cctgccgctt ccagccatcc ctgggcgcct gcgtggtgga 720 

gctggagctt ccctcgcact ggttctcaca ggcctccacc acacgggccg agctggccta 780 

cacgcttgag cctgcagctg agggccctgg gggctgtggc tccggcgagg agaacgaccc 840 

tggggagcag gccctcccag tggggggtgt ggagctgcgc ccagcagacc ccccgcagta 900 

ccaggaggta cctctggacg aggctgtgac tctgcgggtg cctgacatgc cagtgcggcc 960 
cggccagctc tttagtgcta ccctcctgct tcggcacaac ttcacagcca gcctcctgac 1020 
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cctgcggatc aaggtgaaga aggggctgca tgtgacagcc gcccgcccag cccagcccac 1080 
actctggact gccaagctgg accgcttcaa gggctccagg caccacacca ccctcatcac 1140 
ctgccaccgt gctgggctca cagagccaga ttccagtccc cttgaactgt ctgagttcct 1200 
atgggtggac tttgtggtgg agaatagcac tggtgggggc gtagcggtca ctcgccccgt 1260 
cacgtggcag ctggagtacc caggccaggc ccctgaagca gagaaggaca aaatggtgtg 1320 
ggaaatcctg gtgtctgagc gggacatcag agcccttatc ccactggcca aggctgagga 1380 
gctggtgaat acagcaccac tgactggagt gccccagcat gtccccgtgc gccttgtcac 1440 
tgtggacggc gggggggcct tggtggaggt gacagagcat gtcggctgcg agtctgccaa 1500 
cacacaggtc ctgcaggtgt ctgaggcctg tgatgccgtg ttcgtggctg gcaaggagag 1560 
ccggggcgcc cggggggtgc gagtggactt ctggtggcgc cggctccgcg cctcgctgcg 1620 
gctgaccatg tgggcccccc tgctaccgct gcgtatcgag ctcaccgaca ccaccctcga 1680 
gcaggtccgc ggctggaggg tacctggccc tgctgaaggg cctgcggaac ccgctgcaga 1740 
ggcgtcggat gaggccgagc ggcgcgcccg tggctgccac ctgcagtacc agcgggccgg 1800 
tgtgcgcttc ctcgccccct tcgcggccca cccgctggac ggcggccgcc gcctcacgca 1860 
cctgcttggc cccgactggc tgctagacgt gtcccacctc gtggcgccac acgcccgcgt 1920 
gctggactcg cgtgtagcct ctctggaggg tggccgtgtc gtggtgggcc gggagcccgg 1980 
tgtcacctcc attgaggtgc gttccccact gtctgactcc atcctggggg agcaggcgct 2040 
ggctgtgacg gacgacaagg tctcagtgct ggagctgagg gtgcagccag tgatgggcat 2100 
ctcgctgacc ttgagccggg gcactgccca ccccggggag gtcacagcta cgtgctgggc 2160 
acagtcagcc cttcccgccc caaagcagga ggtggccctc tccctatggc tgtccttctc 2220 
tgatcacact gtggccccag ctgagctcta cgaccgccgt gacctgggac tgtccgtctc 2280 
agccgaggag cctggtgcca tcctgccagc tgaggagcag ggtgcccagc tcggggtggt 2340 
ggtgagtggg gcaggcgccg aggggctgcc gctgcatgtg gctctgcacc cgcccgagcc 2400 
ctgccgccgg ggccgccacc gtgtgcctct ggcctctggc accgcctggc tggggctgcc 2460 
ccctgcctcc actccagccc ctgctctccc atccagccct gcttggagcc caccagccac 2520 
agaagccacc atgggtggta aacggcaggt ggcaggcagt gtcgggggca acacaggtgt 2580 
gaggggcaag tttgagcggg cagaggagga ggccaggaag gaggagacca aacccaggga 2640 
ggaggaggag gaagaggagg aggagatggt ccctgcccct cagcatgtca ctgagctaga 2700 
gctgggcatg tacgccctgc tgggagtctt ctgcgtggcc atcttcatct tcttggtcaa 2760 
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tggtgtggtc ttcgtcctgc gctatcagcg caaagaacct cccgacagtg ccactgaccc 2820 

cacctccccc cagccccaca actgggtctg gctgggcact gaccaggagg aactgagccg 2880 

ccagctggac cggcagtccc ctggcccgcc caagggggag gggagctgcc cctgtgagag 2940 

tgggggagga ggggaggccc ctaccctggc ccctggccct cctgggggca ccaccagctc 3000 

ctcaagcacc ctggcccgaa aggaggctgg ggggcggcgg aagcgagtag agtttgtgac 3060 

atttgcgcca gcccctccag cccagtcacc tgaggagcct gtaggggccc ctgctgtgca 3120 



gtccatcctt gtggcaggcg aggaggacat ccgctgggtg tgtgaggaca tggggctgaa 3180 

ggaccctgag gagcttcgca actacatgga gaggatccgg ggcagctcct gaccctccac 3240 

agccacctgg tcagccacca gctggggcaa cgagggtgga ggtcccactg agcctctcgc 3300 

ctgcccccgc cactcgtctg gtgcttgttg atccaagtcc cctgcctggt cccccacaag 3360 

gactcccatc caggccccct ctgccctgcc ccttgtcatg gaccatggtc gtgaggaagg 3420 

gctcatgccc cttatttatg ggaaccatct cattctaaca gaataaaccg agaaggaaac 3480 

cagaaaaaaa aaaaaaaaaa aa 3 502 

<210> 30 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<223> Primer 
<400> 30 

attgaggtgc gttccccact . 20 

<210> 31 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<223> Primer 
<400> 31 

ccactcacca ccaccccgag ct 99 
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<210> 32 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<223> Primer 
<400> 32 

tatgaattca tgtgcgcgcg gatg 24 

<210> 33 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<223> Primer 
<400> 33 

tattatctag aggagctgcc ccggatcct 29 

<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<223> Primer 
<400> 34 

ccttctgtgg gaaggatgtg 20 

<210> 35 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
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<223> Primer 
<400> 35 

tggctgtgga gggtcaggag ct 22 
[HIMoffiifl&fftHJ] 

1] T A C T 4 2 7 - AClfoKft^o y h ^tat?*4 c 
12] TACT 4 2 7-A2 0Sitt^a-; h£^1-0T&£ o 
[0 3] TACT4 2 7-BOSMt«:7ny h£^0^£ o 
[0 4] T A C T 4 2 7 - 2 B^tt^D >^ h ^^fiT^I» 0 
[05] TACT4 2 h t«tH"C*io 

6] T A C T 4 2 7 - C 2 O »*tt^n y f ^tianSo 



fflfflE# 2003-30792«« 



[mi] 



2002-363108 




ffifE# 2003-3079286 




ffiSE#2 003-3079286 



6 



2002-363108 A ^- 



mm] 

WV&m EOT* : i , mvm^ : 4 . @E^ij#-t : 7 , mm^ : i o , E 
: 15, @e?>j#-^ : 17, m?m^- : 2 o v E?iJ#-5§- : 22, mm^ : 

2 5ttz nmm^ : 2 7 $ r 5 y mis^ii t isj- & t < (±^sr & hiwi— 



ffi!E# 2003-3079286 



002-363108 

m m a m m m m. 



MA*"* [000002934] 
1 . mM^M B 1 9 9 2^ IB 2 2B 



